SEQUENCE LISTING 



<110> Rao, Patricia 

Szymanska, Grazyna 

<120> Molecules Preferentially Associated With Effector T Cells or Regulatory 
T Cells and Methods of Their Use 



<130> TLN-021CP 



<150> US 60/417102 
<151> 2002-10-09 



<150> US 60/417103 
<151> 2002-10-09 

<150> US 60/417243 
<151> 2002-10-09 

<150> US 60/419575 
<151> 2002-10-18 

<150> US 60/424777 
<151> 2002-11-08 

<150> US 60/424881 
<151> 2002-11-08 

<160> 40 

<170> FastSEQ for Windows Version 4.0 



<210> 1 

<211> 5896 

<212> DNA 

<213> Homo sapiens 



<400> 1 

ctgcggccgg cccgcgagct aggctgggtt 
tccatgcagc tgatctaaaa gggaataaaa 
gggagcgcga gagaaggaaa gaaagccggg 
aagcgatcag aataataaaa ggaggccggg 
aaagggcttt tgaaaagtgg tgttgttttc 
attagagccg ggacgcggcg gccgcagggg 
cagcgcgaac agcagcggcg gcgtcccgag 
ccccacggac gcgcggccgg tccgggcgcc 
ccctgcgagc caaggtgtgt ggggcctcgg 
agaacgtgaa cggggagctg cagaacggga 
accgcaagtg cacccgcgac gagtgtgaca 
agtcccgcgt cacggccggg gggccctgca 
ggggcaacac cttcaacctc aaggccagcc 
ctttcagttt cgcctggccg aggtcctata 
atgacaccgt tcaacctgac agtattattg 
ccagccggca gtggcagacg ctgaagcaga 
tccgcgtgac ctgtgatgac tactactatg 
gagatgactt ctttggacac tatgcctgtg 
gctggatggg ccccgaatgt aacagagcta 
ggtcttgcaa actcccaggt gactgcaggt 
ataagtgcat cccacacccg ggatgcgtcc 



tttttttttc tcccctccct cccccctttt 60 • 
ggctgcgcat aatcataata ataaaagaag 120 
aggtggaaga ggagggggag cgtctcaaag 180 
ctctttgcct tctggaacgg gccgctcttg 240 
cagtcgtgca tgctccaatc ggcggagtat 300 
cagcggcgac ggcagcaccg gcggcagcac 360 
tgcccgcggc gcgcggcgca gcgatgcgtt 420 
ccctaagcct cctgctcgcc ctgctctgtg 480 
gtcagttcga gttggagatc ctgtccatgc 540 
actgctgcgg cggcgcccgg aacccgggag 600 
catacttcaa agtgtgcctc aaggagtatc 660 
gcttcggctc agggtccacg cctgtcatcg 720 
gcggcaacga ccgcaaccgc atcgtgctgc 780 
cgttgcttgt ggaggcgtgg gattccagta 84 0 
aaaaggcttc tcactcgggc atgatcaacc 900 
acacgggcgt tgcccacttt gagtatcaga 960 
gctttggctg caataagttc tgccgcccca 1020 
accagaatgg caacaaaact tgcatggaag 1080 
tttgccgaca aggctgcagt cctaagcatg 1140 
gccagtatgg ctggcaaggc ctgtactgtg 1200 
acggcatctg taatgagccc tggcagtgcc 1260 
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tctgtgagac caactggggc ggccagctct gtgacaaaga tctcaattac tgtgggactc 1320 
atcagccgtg tctcaacggg ggaacttgta gcaacacagg ccctgacaaa tatcagtgtt 1380 
cctgccctga ggggtattca ggacccaact gtgaaattgc tgagcacgcc tgcctctctg 1440 
atccctgtca caacagaggc agctgtaagg agacctccct gggctttgag tgtgagtgtt 1500 
ccccaggctg gaccggcccc acatgctcta caaacattga tgactgttct cctaataact 1560 
gttcccacgg gggcacctgc caggacctgg ttaacggatt taagtgtgtg tgccccccac 1620 
agtggactgg gaaaacgtgc cagttagatg caaatgaatg tgaggccaaa ccttgtgtaa 1680 
acgccaaatc ctgtaagaat ctcattgcca gctactactg cgactgtctt cccggctgga 1740 
tgggtcagaa ttgtgacata aatattaatg actgccttgg ccagtgtcag aatgacgcct 1800 
cctgtcggga tttggttaat ggttatcgct gtatctgtcc acctggctat gcaggcgatc 1860 
actgtgagag agacatcgat gaatgtgcca gcaacccctg tttgaatggg ggtcactgtc 1920 
agaatgaaat caacagattc cagtgtctgt gtcccactgg tttctctgga aacctctgtc 1980 
agctggacat cgattattgt gagcctaatc cctgccagaa cggtgcccag tgctacaacc 2040 
gtgccagtga ctatttctgc aagtgccccg aggactatga gggcaagaac tgctcacacc 2100 
tgaaagacca ctgccgcacg accccctgtg aagtgattga cagctgcaca gtggccatgg 2160 
cttccaacga cacacctgaa ggggtgcggt atatttcctc caacgtctgt ggtcctcacg 2220 
ggaagtgcaa gagtcagtcg ggaggcaaat tcacctgtga ctgtaacaaa ggcttcacgg 2280 
gaacatactg ccatgaaaat attaatgact gtgagagcaa cccttgtaga aacggtggca 2340 
cttgcatcga tggtgtcaac tcctacaagt gcatctgtag tgacggctgg gagggggcct 2400 
actgtgaaac caatattaat gactgcagcc agaacccctg ccacaatggg ggcacgtgtc 2 4 60 



gcgacctggt caatgacttc tactgtgact gtaaaaatgg gtggaaagga aagacctgcc 2520 
actcacgtga cagtcagtgt gatgaggcca cgtgcaacaa cggtggcacc tgctatgatg 2580 
agggggatgc ttttaagtgc atgtgtcctg gcggctggga aggaacaacc tgtaacatag ^b4U 
cccgaaacag tagctgcctg cccaacccct gccataatgg gggcacatgt gtggtcaacg 2700 
gcgagtcctt tacgtgcgtc tgcaaggaag gctgggaggg gcccatctgt gctcagaata 27 60 
ccaatgactg cagccctcat ccctgttaca acagcggcac ctgtgtggat ggagacaact 2820 
ggtaccggtg cgaatgtgcc ccgggttttg ctgggcccga ctgcagaata aacatcaatg 2880 
aatgccagtc ttcaccttgt gcctttggag cgacctgtgt ggatgagatc aatggctacc 2940 
ggtgtgtctg ccctccaggg cacagtggtg ccaagtgcca ggaagtttca gggagacctt 3000 
gcatcaccat ggggagtgtg ataccagatg gggccaaatg ggatgatgac tgtaatacct 3060 
gccagtgcct gaatggacgg atcgcctgct caaaggtctg gtgtggccct cgaccttgcc 3120 
tgctccacaa agggcacagc gagtgcccca gcgggcagag ctgcatcccc atcctggacg 3180 
accagtgctt cgtccacccc tgcactggtg tgggcgagtg tcggtcttcc agtctccagc 3240 
cggtgaagac aaagtgcacc tctgactcct attaccagga taactgtgcg aacatcacat 3300 
ttacctttaa caaggagatg atgtcaccag gtcttactac ggagcacatt tgcagtgaat 3360 
tgaggaattt gaatattttg aagaatgttt ccgctgaata ttcaatctac atcgcttgcg 3420 
agccttcccc ttcagcgaac aatgaaatac atgtggccat ttctgctgaa gatatacggg 3480 
atgatgggaa cccgatcaag gaaatcactg acaaaataat cgatcttgtt agtaaacgtg 3540 
atggaaacag ctcgctgatt gctgccgttg cagaagtaag agttcagagg cggcctctga 3600 
agaacagaac agatttcctt gttcccttgc tgagctctgt cttaactgtg gcttggatct 3660 
gttgcttggt gacggccttc tactggtgcc tgcggaagcg gcggaagccg ggcagccaca 3720 
cacactcagc ctctgaggac aacaccacca acaacgtgcg ggagcagctg aaccagatca 3780 
aaaaccccat tgagaaacat ggggccaaca cggtccccat caaggattac gagaacaaga 3840 
actccaaaat gtctaaaata aggacacaca attctgaagt agaagaggac gacatggaca 3900 
aacaccagca gaaagcccgg tttgccaagc agccggcgta tacgctggta gacagagaag 3960 
agaagccccc caacggcacg ccgacaaaac acccaaactg gacaaacaaa caggacaaca 4020 
gagacttgga aagtgcccag agcttaaacc gaatggagta catcgtatag cagaccgcgg 4080 
gcactgccgc cgctaggtag agtctgaggg cttgtagttc tttaaactgt cgtgtcatac 4140 
Lgagtctga ggccgttgct gacttagaat ccctgtgtta atttaagttt tgacaagctg 4200 
gcttacactg gcaatggtag tttctgtggt tggctgggaa atcgagtgcc gcatct.caca 4260 
gctatgcaaa aagctagtca acagtaccct ggttgtgtgt ccccttgcag ccgacacggt 4320 
ctcggatcag gctcccagga gcctgcccag ccccctggtc tttgagctcc cacttctgcc 4380 
agatgtccta atggtgatgc agtcttagat catagtttta tttatattta ttgactcttg 4440 
agttgttttt gtatattggt tttatgatga cgtacaagta gttctgtatt tgaaagtgcc 4500 
tttgcagctc agaaccacag caacgatcac aaatgacttt attatttatt tttttaattg 4560 
tatttttgtt gttgggggag gggagacttt gatgtcagca gttgctggta aaatgaagaa 4 620 
tttaaagaaa aaaatgtcaa aagtagaact ttgtatagtt atgtaaataa ttctttttta 4680 
ttaatcactg tgtatatttg atttattaac ttaataatca agagccttaa aacatcattc 4740 
ctttttattt atatgtatgt gtttagaatt gaaggttttt gatagcattg taagcgtatg 4800 
gctttatttt tttgaactct tctcattact tgttgcctat aagccaaaat taaggtgttt 4860 
gaaaatagtt tattttaaaa caataggatg ggcttctgtg cccagaatac tgatggaatt 4 920 
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ttttttgtac 
aaggactgac 
tttgtttttc 
gggaacaagt 
aatatcaaat 
tcttttcacc 
actgcattta 
aagatcactg 
tgctattacg 
cattgagacc 
atctttgatg 
gtatgaaaac 
tgtgcttctg 
acagagggat 
aaagacctgg 
tcccttgtta 
aaaaaaaaaa 



gacgtcagat 
tgaggcagtt 
tgctttagac 
tgagctatga 
taattgtgtg 
attcgtacat 
gggagtattc 
tttagatttg 
aagttcaaga 
gtgaagatac 
tgttgttctt 
atggaacagt 
ccaccctgct 
ggaggaagaa 
ggctgctgtg 
ttcaacagca 
aaaaaa 



gtttaaaaca 
tgaggattag 
ttgaaaagag 
cttaacatag 
aacttggaag 
aatactgaac 
taataagcta 
ccatagagta 
tcaaaaaggc 
tttgtattgt 
ggcaataaat 
gtggctcttc 
gagtctgttc 
ctgaaaggct 
aagctggaac 
agtgtgaata 



ccttctatag 
tttagaacag 
acaggcaggt 
ccaaaatgtg 
cacaccaatc 
cacttgtaga 
gttgaatact 
cactgcctgc 
ttataaaaca 
cctattagtg 
tttgaaaagt 
tgagcttacg 
tggtaatcgg 
tttcaaccac 
tgcgggagcc 
ctgcttgaat 



catcacttaa 
gtttttttgt 
gatctgctgc 
agtggttgaa 
tgactttgta 
tttgattttt 
tgaaccataa 
cttaagtgag 
gagtaatctt 
ttatatgaac 
aatatttatt 
tagttctacc 
ggtataatag 
aaaactcatc 
ccatctaggg 
aaacaccact 



aacacgtttt 
ttgtttgttt 
agagcagtaa 
tatgattaaa 
aattctgatt 
tttttaatct 
aatgtccagt 
gaaatcaaag 
gttggttcac 
atacaaatgc 
aaattttttt 
ggctttgccg 
gctctgcctg 
tggagttctc 
gagccttgat 
ggattaatgg 



4980 

5040 
5100 
5160 
5220 
5280 
5340 
5400 
5460 
5520 
5580 
5640 
5700 
5760 
5820 
5880 
5896 



<210> 2 

<211> 1218 

<212> PRT 

<213> Homo sapiens 

<400> 2 



Met 


Arg 


Ser 


Pro 


Arg 


Thr 


Arg 


Gly 


1 








5 








Leu 


Leu 


Ala 


Leu 


Leu 


Cys 


Ala 


Leu 








20 










Gly 


Gin 


Phe 


Glu 


Leu 


Glu 


He 


Leu 






35 










40 


Leu 


Gin 


Asn 


Gly 


Asn 


Cys 


Cys 


Gly 




50 










55 




Lys 


Cys 


Thr 


Arg 


Asp 


Glu 


Cys 


Asp 


65 










70 






Glu 


Tyr 


Gin 


Ser 


Arg 


Val 


Thr 


Ala 










85 








Gly 


Ser 


Thr 


Pro 


Val 


He 


Gly 


Gly 








100 










Arg 


Gly 


Asn 


Asp 


Arg 


Asn 


Arg 


He 






115 










120 


Pro 


Arg 


Ser 


Tyr 


Thr 


Leu 


Leu 


Val 




130 










135 




Thr 


Val 


Gin 


Pro 


Asp 


Ser 


He 


He 


145 










150 






He 


Asn 


Pro 


Ser 


Arg 


Gin 


Trp 


Gin 










165 








Ala 


His 


Phe 


Glu 


Tyr 


Gin 


He 


Arg 








180 










Gly 


Phe 


Gly 


Cys 


Asn 


Lys 


Phe 


Cys 






195 










200 


His 


Tyr 


Ala 


Cys 


Asp 


Gin 


Asn 


Gly 




210 










215 




Met 


Gly 


Pro 


Glu 


Cys 


Asn 


Arg 


Ala 


225 










230 






Lys 


His 


Gly 


Ser 


Cys 


Lys 


Leu 


Pro 










245 








Trp 


Gin 


Gly 


Leu 


Tyr 


Cys 


Asp 


Lys 








260 










His 


Gly 


He 


Cys 


Asn 


Glu 


Pro 


Trp 



Arg 


Ser 


Gly 


Arg 


Pro 


Leu 


Ser 


Leu 




10 










15 




Arg 


Ala 


Lys 


Val 


Cys 


Gly 


Ala 


Ser 


25 










30 






Ser 


Met 


Gin 


Asn 


Val 


Asn 


Gly 


Glu 










45 








Gly 


Ala 


Arg 


Asn 


Pro 


Gly 


Asp 


Arg 








60 










Thr 


Tyr 


Phe 


Lys 


Val 


Cys 


Leu 


Lys 






75 










80 


Gly 


Gly 


Pro 


Cys 


Ser 


Phe 


Gly 


Ser 




90 










95 




Asn 


Thr 


Phe 


Asn 


Leu 


Lys 


Ala 


Ser 


105 










110 






Val 


Leu 


Pro 


Phe 


Ser 


Phe 


Ala 


Trp 










125 








Glu 


Ala 


Trp 


Asp 


Ser 


Ser 


Asn 


Asp 








140 










Glu 


Lys 


Ala 


Ser 


His 


Ser 


Gly 


Met 






155 










160 


Thr 


Leu 


Lys 


Gin 


Asn 


Thr 


Gly 


Val 




170 










175 




Val 


Thr 


Cys 


Asp 


Asp 


Tyr 


Tyr 


Tyr 


185 










190 






Arg 


Pro' 


Arg 


Asp 


Asp 


Phe 


Phe 


Gly 










205 








Asn 


Lys 


Thr 


Cys 


Met 


Glu 


Gly 


Trp 








220 










He 


Cys 


Arg 


Gin 


Gly 


Cys 


Ser 


Pro 






235 










240 


Gly 


Asp 


Cys 


Arg 


Cys 


Gin 


Tyr 


Gly 




250 










255 




Cys 


He 


Pro 


His 


Pro 


Gly 


Cys 


Val 


265 










270 






Gin 


Cys 


Leu 


Cys 


Glu 


Thr 


Asn 


Trp 



Pages 



275 

Gly Gly Gin Leu 
290 

Pro Cys Leu Asn 
305 

Gin Cys Ser Cys 

Glu His Ala Cys 
340 

Glu Thr Ser Leu 
355 

Pro Thr Cys Ser 
370 

His Gly Gly Thr 
385 

Pro Pro Gin Trp 

Glu Ala Lys Pro 
420 

Ser Tyr Tyr Cys 
435 

lie Asn lie Asn 
450 

Arg Asp Leu Val 
465 

Gly Asp His Cys 

Leu Asn Gly Gly 

500 

Cys Pro Thr Gly 
515 

Cys Glu Pro Asn 
530 

Ser Asp Tyr Phe 
545 

Ser His Leu Lys 

Ser Cys Thr Val 
580 

Tyr lie Ser Ser 

595 

Ser Gly Gly Lys 
610 

Tyr Cys His Glu 
625 

Gly Gly Thr Cys 

Asp Gly Trp Glu 
660 

Gin Asn Pro Cys 

675 

Phe Tyr Cys Asp 
690 

Arg Asp Ser Gin 
705 

Tyr Asp Glu Gly 

Gly Thr Thr Cys 
740 

Cys His Asn Gly 
755 



280 

Cys Asp Lys Asp 
295 

Gly Gly Thr Cys 
310 

Pro Glu Gly Tyr 

325 

Leu Ser Asp Pro 

Gly Phe Glu Cys 
360 

Thr Asn lie Asp 
375 

Cys Gin Asp Leu 
390 

Thr Gly Lys Thr 

405 

Cys Val Asn Ala 

Asp Cys Leu Pro 
440 

Asp Cys Leu Gly 
455 

Asn Gly Tyr Arg 

470 

Glu Arg Asp lie 
485 

His Cys Gin Asn 

Phe Ser Gly Asn 
520 

Pro Cys Gin Asn 
535 

Cys Lys Cys Pro 
550 

Asp His Cys Arg 
565 

Ala Met Ala Ser 

Asn Val Cys Gly 

600 

Phe Thr Cys Asp 
615 

Asn lie Asn Asp 
630 

lie Asp Gly Val 
645 

Gly Ala Tyr Cys 

His Asn Gly Gly 

680 

Cys Lys Asn Gly 
695 

Cys Asp Glu Ala 
710 

Asp Ala Phe Lys 

725 

Asn lie Ala Arg 

Gly Thr Cys Val 
760 



Leu Asn Tyr Cys 
300 

Ser Asn Thr Gly 
315 

Ser Gly Pro Asn 

330 

Cys His Asn Arg 
345 

Glu Cys Ser Pro 

Asp Cys Ser Pro 
380 

Val Asn Gly Phe 
395 

Cys Gin Leu Asp 
410 

Lys Ser Cys Lys 

425 

Gly Trp Met Gly 

Gin Cys Gin Asn 
460 

Cys lie Cys Pro 
475 

Asp Glu Cys Ala 
490 

Glu lie Asn Arg 

505 

Leu Cys Gin Leu 

Gly Ala Gin Cys 
540 

Glu Asp Tyr Glu 
555 

Thr Thr Pro Cys 
570 

Asn Asp Thr Pro 
585 

Pro His Gly Lys 

Cys Asn Lys Gly 
620 

Cys Glu Ser Asn 
635 

Asn Ser Tyr Lys 

650 

Glu Thr Asn lie 
665 

Thr Cys Arg Asp 

Trp Lys Gly Lys 
700 

Thr Cys Asn Asn 
715 

Cys Met Cys Pro 
730 

Asn Ser Ser Cys 
745 

Val Asn Gly Glu 



285 

Gly Thr His Gin 

Pro Asp Lys Tyr 
320 

Cys Glu lie Ala 

335 

Gly Ser Cys Lys 
350 

Gly Trp Thr Gly 
365 

Asn Asn Cys Ser 

Lys Cys Val Cys 
400 

Ala Asn Glu Cys 
415 

Asn Leu lie Ala 

430 

Gin Asn Cys Asp 
445 

Asp Ala Ser Cys 

Pro Gly Tyr Ala 
480 

Ser Asn Pro Cys 
495 

Phe Gin Cys Leu 

510 

Asp lie Asp Tyr 
525 

Tyr Asn Arg Ala 

Gly Lys Asn Cys 
560 

Glu Val lie Asp 
575 

Glu Gly Val Arg 
590 

Cys Lys Ser Gin 

605 - 

Phe Thr Gly Thr 

Pro Cys Arg Asn 
640 

Cys lie Cys Ser 
655 

Asn Asp Cys Ser 
670 

Leu Val Asn Asp 
685 

Thr Cys His Ser 

Gly Gly Thr Cys 
720 

Gly Gly Trp Glu 
735 

Leu Pro Asn Pro 
750 

Ser Phe Thr Cys 
765 
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Val 


Cys 


Lys 


Glu 


Gly 


Trp 


Glu 


Gly 


Pro 


He 


Cys 


Ala 


Gin 


Asn 


Thr 


Asn 




770 










775 










780 










Asp 


Cys 


Ser 


Pro 


His 


Pro 


Cys 


Tyr 


Asn 


Ser 


Gly 


Thr 


Cys 


Val 


Asp 


Gly 


785 










790 










795 










800 


Asp 


Asn 


Trp 


Tyr 


Arg 


Cys 


Glu 


Cys 


Ala 


Pro 


Gly 


Phe 


Ala 


Gly 


Pro 


Asp 










805 










810 










815 




Cys 


Arg 


He 


Asn 


He 


Asn 


Glu 


Cys 


Gin 


Ser 


Ser 


Pro 


Cys 


Ala 


Phe 


Gly 








820 










825 










830 






Ala 


Thr 


Cys 


Val 


Asp 


Glu 


He 


Asn 


Gly 


Tyr 


Arg 


Cys 


Val 


Cys 


Pro 


Pro 






835 










840 










845 








Gly 


His 


Ser 


Gly 


Ala 


Lys 


Cys 


Gin 


Glu 


Val 


Ser 


Gly 


Arg 


Pro 


Cys 


He 




850 










855 










860 










Thr 


Met 


Gly 


Ser 


Val 


He 


Pro 


Asp 


Gly 


Ala 


Lys 


Trp 


Asp 


Asp 


Asp 


Cys 


865 










870 










875 










880 


Asn 


Thr 


Cys 


Gin 


Cys 


Leu 


Asn 


Gly 


Arg 


He 


Ala 


Cys 


Ser 


Lys 


Val 


Trp 










885 










890 










895 




Cys 


Gly 


Pro 


Arg 


Pro 


Cys 


Leu 


Leu 


His 


Lys 


Gly 


His 


Ser 


Glu 


Cys 


Pro 








900 










905 










910 






Ser 


Gly 


Gin 


Ser 


Cys 


He 


Pro 


He 


Leu 


Asp 


Asp 


Gin 


Cys 


Phe 


Val 


His 






915 










920 










925 








Pro 


Cys 


Thr 


Gly 


Val 


Gly 


Glu 


Cys 


Arg 


Ser 


Ser 


Ser 


Leu 


Gin 


Pro 


Val 




930 










935 










940 










Lys 


Thr 


Lys 


Cys 


Thr 


Ser 


Asp 


Ser 


Tyr 


Tyr 


Gin 


Asp 


Asn 


Cys 


Ala 


Asn 


945 










950 










955 










960 


He 


Thr 


Phe 


Thr 


Phe 


Asn 


Lys 


Glu 


Met 


Met 


Ser 


Pro 


Gly 


Leu 


Thr 


Thr 










965 










970 










975 




Glu 


His 


He 


Cys 


Ser 


Glu 


Leu 


Arg 


Asn 


Leu 


Asn 


He 


Leu 


Lys 


Asn 


Val 








980 










985 










990 






Ser 


Ala 


Glu 


Tyr 


Ser 


He 


Tyr 


He 


Ala 


Cys 


Glu 


Pro 


Ser 


Pro 


Ser 


Ala 






995 










1000 








1005 






Asn 


Asn 


Glu 


He 


His 


Val 


Ala 


He 


Ser 


Ala 


Glu 


Asp 


He 


Arg 


Asp 


Asp 




1010 








1015 








1020 








Gly 


Asn 


Pro 


He 


Lys 


Glu 


He 


Thr 


Asp 


Lys 


He 


He 


Asp 


Leu 


Val 


Ser 


1025 








1030 








1035 








1041 


Lys 


Arg 


Asp 


Gly 


Asn 


Ser 


Ser 


Leu 


He 


Ala 


Ala 


Val 


Ala 


Glu 


Val 


Arg 










1045 








1050 








1055 


Val 


Gin 


Arg 


Arg 


Pro 


Leu 


Lys 


Asn 


Arg 


Thr 


Asp 


Phe 


Leu 


Val 


Pro 


Leu 








1060 








1065 








1070 




Leu 


Ser 


Ser 


Val 


Leu 


Thr 


Val 


Ala 


Trp 


He 


Cys 


Cys 


Leu 


Val 


Thr 


Ala 






1075 








1080 








1085 






Phe 


Tyr 


Trp 


Cys 


Leu 


Arg 


Lys 


Arg 


Arg 


Lys 


Pro 


Gly 


Ser 


His- 


Thr 


His 




1090 








1095 








1100 








Ser 


Ala 


Ser 


Glu 


Asp 


Asn 


Thr 


Thr 


Asn 


Asn 


Val 


Arg 


Glu 


Gin 


Leu 


Asn 


1105 








1110 








1115 








1121 


Gin 


He 


Lys 


Asn 


Pro 


He 


Glu 


Lys 


His 


Gly Ala 


Asn 


Thr 


Val 


Pro 


He 










1125 








1130 








1135 


Lys 


Asp 


Tyr 


Glu 


Asn 


Lys 


Asn 


Ser 


Lys 


Met 


Ser 


Lys 


He 


Arg 


Thr 


His 








1140 








1145 








1150 




Asn 


Ser 


Glu 


Val 


Glu 


Glu 


Asp 


Asp 


Met 


Asp 


Lys 


His 


Gin 


Gin 


Lys 


Ala 






1155 








1160 








1165 






Arg 


Phe 


Ala 


Lys 


Gin 


Pro 


Ala 


Tyr 


Thr 


Leu 


Val 


Asp 


Arg 


Glu 


Glu 


Lys 




1170 








1175 








1180 








Pro 


Pro 


Asn 


Gly 


Thr 


Pro 


Thr 


Lys 


His 


Pro 


Asn 


Trp 


Thr 


Asn 


Lys 


Gin 



1185 1190 1195 1200 

Asp Asn Arg Asp Leu Glu Ser Ala Gin Ser Leu Asn Arg Met Glu Tyr 
1205 1210 1215 

He Val 



<210> 3 
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<211> 1071 

<212> DNA 

<213> Homo sapiens 



<400> 3 

atgaatgggg tctcggaggg 
cgtgatcgct cttgttccag 
tccctccgcc cactgactgt 
aatgggctgg tgctgtggat 
ttcttccacc tggcccttgc 
tatattgtct ccaggcagtg 
gtgttcctca gctactttgc 
atctctgtcc tctaccccgt 
ctggcctttg gggtgtggct 
acaaccagaa aatggaatgg 
actgcccaga tttggattga 
ttcctgctgg gcttcctggg 
gccaagctct tgcgggaggg 
ctggtgagcg ctttctttat 
tggcgacggg tgatgctcaa 
agctttgcct tgggctgtgt 
agagatttcc aagaaaagtt 
gaggaggagt ttctgtcatc 

<210> 4 
<211> 356 
<212> PRT 

<213> Homo sapiens 



<400> 4 



Met 


Asn 


Gly 


Val 


Ser 


Glu 


Gly 


Thr 


Arg 


Gly 


Cys 


Ser 


Asp 


Arg 


Gin 


Pro 


1 








5 










10 










15 




Gly 


Val 


Leu 


Thr 


Arg 


Asp 


Arg 


Ser 


Cys 


Ser 


Arg 


Lys 


Met 


Asn 


Ser 


Ser 








20 










25 










30 






Gly 


Cys 


Leu 


Ser 


Glu 


Glu 


Val 


Gly 


Ser 


Leu 


Arg 


Pro 


Leu 


Thr 


Val 


Val 






35 










40 










45 








lie 


Leu 


Ser 


Ala 


Ser 


He 


Val 


Val 


Gly 


Val 


Leu 


Gly 


Asn 


Gly 


Leu 


Val 




50 










55 










60 










Leu 


Trp 


Met 


Thr 


Val 


Phe 


Arg 


Met 


Ala 


Arg 


Thr 


Val 


Ser 


Thr 


Val 


Cys 


65 










70 










75 










80 


Phe 


Phe 


His 


Leu 


Ala 


Leu 


Ala 


Asp 


Phe 


Met 


Leu 


Ser 


Leu 


Ser 


Leu 


Pro 










85 










90 










95 




He 


Ala 


Met 


Tyr 


Tyr 


He 


Val 


Ser 


Arg 


Gin 


Trp 


Leu 


Leu 


Gly 


Glu 


Trp 








100 










105 










110 






Ala 


Cys 


Lys 


Leu 


Tyr 


He 


Thr 


Phe 


Val 


Phe 


Leu 


Ser 


Tyr 


Phe 


Ala 


Ser 






115 










120 










125 








Asn 


Cys 


Leu 


Leu 


Val 


Phe 


He 


Ser 


Val 


Asp 


Arg 


Cys 


He 


Ser 


Val 


Leu 




130 










135 










140 










Tyr 


Pro 


Val 


Trp 


Ala 


Leu 


Asn 


His 


Arg 


Thr 


Val 


Gin 


Arg 


Ala 


Ser 


Trp 


145 










150 










155 










160 


Leu 


Ala 


Phe 


Gly 


Val 


Trp 


Leu 


Leu 


Ala 


Ala 


Ala 


Leu 


Cys 


Ser 


Ala 


His 










165 










170 










175 




Leu 


Lys 


Phe 


Arg 


Thr 


Thr 


Arg 


Lys 


Trp 


Asn 


Gly 


Cys 


Thr 


His 


Cys 


Tyr 








180 










185 










190 






Leu 


Ala 


Phe 


Asn 


Ser 


Asp 


Asn 


Glu 


Thr 


Ala 


Gin 


He 


Trp 


He 


Glu 


Gly 






195 










200 










205 








Val 


Val 


Glu 


Gly 


His 


He 


He 


Gly 


Thr 


He 


Gly 


His 


Phe 


Leu 


Leu 


Gly 




210 










215 










220 










Phe 


Leu 


Gly 


Pro 


Leu 


Ala 


He 


He 


Gly 


Thr 


Cys 


Ala 


His 


Leu 


He 


Arg 


225 










230 










235 










240 


Ala 


Lys 


Leu 


Leu 


Arg 


Glu 


Gly 


Trp 


Val 


His 


Ala 


Asn 


Arg 


Pro 


Lys 


Arg 



gaccagaggc 
gaagatgaac 
ggttatcctg 
gactgtcttc 
cgatttcatg 
gctcctcgga 
cagtaactgc 
ctgggccctg 
cctggccgcc 
ctgtacgcac 
aqgqq-tcqtq 
gcccttagca 
ctgggtccat 
cttctggtcc 
ggaaatctac 
caacagcagc 
tttccagtct 
ctgtccccgt 



tgcagtgaca 
tcttccggat 
tctgcgtcca 
cgtatggcac 
ctctcactgt 
gagtgggcct 
ctccttgtct 
aaccaccgca 
gccttgtgct 
tgctacttgg 
gagggacaca 
atcataggca 
gccaaccggc 
ccgtttaacg 
cacccccgga 
ctcaacccct 
ttgacttctg 
ggcaacgccc 



ggcaacctgg 

gcctgtctga 
ttgtcgtcgg 
gcacggtctc 
ctctgcccat 
gcaaactcta 
tcatctctgt 
ctgtgcagcg 
ctgcgcacct 
cgttcaactc 
ttatagggac 
cctgcgccca 
ccaagaggct 
tggtgctgtt 
tgctgctcat 
tcctctacgt 
ccctggcgag 
cccgggaatg 



ggtcctgaca 
ggaggtgggg 
agtgctgggc 
caccgtctgc 
tgccatgtac 
catcaccttt 
ggaccgttgc 
ggcgagctgg 
gaaattccgg 
tgacaatgag 
cattggccac 
cctcatccgg 
gctgctggtg 
ggtccatctg 
cctccaggct 
cttcgttggc 
ggcgtttgga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1071 
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245 250 255 

Leu Leu Leu Val Leu Val Ser Ala Phe Phe lie Phe Trp Ser Pro Phe 

260 265 270 

Asn Val Val Leu Leu Val His Leu Trp Arg Arg Val Met Leu Lys Glu 

275 280 285 

lie Tyr His Pro Arg Met Leu Leu lie Leu Gin Ala Ser Phe Ala Leu 

290 295 300 

Gly Cys Val Asn Ser Ser Leu Asn Pro Phe Leu Tyr Val Phe Val Gly 
305 310 315 320 

Arg Asp Phe Gin Glu Lys Phe Phe Gin Ser Leu Thr Ser Ala Leu Ala 

325 330 335 

Arg Ala Phe Gly Glu Glu Glu Phe Leu Ser Ser Cys Pro Arg Gly Asn 

340 345 350 

Ala Pro Arg Glu 
355 



<210> 5 

<211> 2574 

<212> DNA 

<213> Homo sapiens 



<400> 5 

cctggcgcag 

ggacgcgcac 

gcgaaggggg 

cgcttccgct 

gggcataaaa 

gcgctccagc 

ctcccgcgac 

ccccctggga 

aagagaggat 

ggcaaaatgg 

ctaccagctg 

acctaagtgg 

cttttaagaa 

cactcatcat 

aagctggcat 

tgactcctca 

ctgaggctca 

aagatggcat 

cattttctgt 

gcttctccat 

tttttcagtc 

aatgccccca 

ggacatctct 

gaaattgaca 

gaaggtcctg 

attccccagc 

tgccacattt 

ttgaaatctg 

agggagaaga 

gctgggctga 

cttgagcaag 

ggctaatgaa 

cgaaactcca 

ctatccattt 

tgtagccttc 

tgaagcagta 

cttcacgaag 

cccttccctt 



ccgcagcagc 
gcggcgaggg 
cggggacggg 
gcccgccggg 
gggcagccgc 
catgtcgcgc 
gccggaggtg 
tccgcaggtt 
ggagacaccc 
ttctttcgac 
caactcgggg 
caaggtgatc 
atacagagcg 
tttcacttgt 
ggaacgagct 
caagacagaa 
ggggtgtgcc 
cctgtgaagt 
gggcaggcct 
ggccaccttt 
atataaaagc 
gctggcccgt 
ttgaattttc 
gatcaagctg 
ctattactaa 
agggtctttt 
atttttatat 
tat ctgtagt 
agtcagagag 
cggtgcagtc 
ttccttctgg 
gatcatatac 
ttgagtcatt 
ctcatgtttt 
tgtaggaatt 
gcctaacaca 
tgttgcatgg 
cttggtttcc 



gacgcgagcg 
cggcgggtga 
ggcgcccgcc 
gaatcccccg 
gccggcgccc 
ggcctccagc 
aaggtggctt 
ccctacacgg 
caggaagacc 
gcccccaatg 
acatacaggt 
ttgagagtga 
gagattgtcc 
aagtttgcac 
tttct cccag 
ctggtatgag 
tgtctgttac 
ccttcacctc 
cgaaaaccat 
tcagcgatgt 
tatggtgaga 
gacagactcc 
tgtgttttgc 
tgagacagtg 
ggagtaatct 
catctgggaa 
ctatatgtac 
gagatagcat 
ggtgacaaga 
tgggtgctcg 
tgtctgcttt 
gtgaaaatta 
atccttgcta 
ccattgtttg 
cttttgggga 
ctccaagata 
atgttttagc 
aaaggcattt 



aactcggccg 
gccgggggcg 
ggcctaacgg 
ggtggcgccc 
cacagctctg 
ttctgctcct 
gctccgaaga 
tctcctgggt 
acctcagggg 
aaaggcccta 
gcactctgca 
caggatgccc 
tgctgctggc 
ggctacagag 
ttacctcccc 
caggatttct 
actggaggag 
actgaaaaca 
cacatgacca 
atgcagctat 
tgcagctgga 
tgaggacagc 
tgtaccagcc 
ggaaatattt 
gtgtacaaag 
agacatccat 
ttgtcaaaga 
tgtgaactga 
tagagagcta 
cccacttgtc 
ctccattgta 
tttgaaaaca 
tgatgatggt 
aaacaaagaa 
agtgaggaag 
tggacacacg 
cattgttggc 
attgctgagt 



ggcccgggcg 
gggacggggg 
gattaggagg 
agggaagttc 
cagctcgtgg 
gagctgcgcc 
tgtggacttg 
caagttattg 
acagcactat 
ttccctgaag 
ggacccggat 
tgcacagcgt 
tctggttatt 
tatcttccca 
aaataagcat 
gcaggttctt 
agaagaatga 
tctggaaggg 
catagcatga 
ctggtcaacc 
aaagggtctt 
tgtcctcttc 
cagatgtttt 
agcaaataat 
aaataacaag 
aaagaagcaa 
aggtttgtgt 
caggcagcct 
tttaatggcc 
ccactatctg 
aaccacaagg 
tataaagcac 
gttttgggga 
ggttaccaag 
ccaggtccac 
ggagccgctg 
tttcccttat 
tatatgttca 



cgcgggggcg 
cgggacgggg 
gcgcgccacc 
ccgaacgggc 
cagcggcgca 
tacagcctgg 
ccctgcaccg 
gagggtggtg 
catcagaagg 
atccgaaaca 
gggcagagaa 
aaagaagaga 
ttctacttaa 
gatttttcta 
ttagggctag 
cttcctgaag 
gcctacgctg 
gatcccaccc 
ggccactgct 
tcctggacat 
gggaaatatg 
tgcatcttgg 
acgtctggga 
ttcctggtgt 
tcgatgaact 
taaagaagag 
ttttctgctt 
ggacatagag 
ggctggaaat 
ggtgcatgat 
ctgttgcatg 
tatacagatt 
tgagagggtg 
aagcctttcc 
ggtctgttct 
gcagaaggga 
caaacttggg 
ctgtccccct 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 
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aatattaggg 
tcatgttatt 
aagactttgg 
taatctgtac 
cccatgaact 



agtaaaacgg 
aaacgtatgc 
gataggaaaa 
aacgaacccc 
taaaatgaaa 



ataccaagtt 
atgtgaagaa 
atgagtaatg 
catgatgtaa 
gttaaaaata 



gatttagtgt ttttacctct gtcttggctt 2340 
gggtgttttt ctgttttata ttcaactcat 2400 
gttactaggc ttaatacctg ggtgattaca 2460 
gtttacctat gtaacaaacc tgcacttata 2520 
aaaaacatat acaaataaaa aaaa 2574 



<210> 6 
<211> 205 
<212> PRT 

<213> Homo sapiens 



<400> 6 

Met Ser Arg Gly 
1 

Ala Pro Ala Thr 
20 

Leu Pro Cys Thr 

35 

Trp Val Lys Leu 
50 

Glu Asp His Leu 

65 

Ser Phe Asp Ala 

Thr Thr Ser Cys 
100 

Asp Gly Gin Arg 
115 

Cys Pro Ala Gin 
130 

lie Val Leu Leu 
145 

Phe Thr Cys Lys 

Lys Ala Gly Met 
180 

His Leu Gly Leu 
195 



Leu Gin Leu Leu 
5 

Pro Glu Val Lys 

Ala Pro Trp Asp 
40 

Leu Glu Gly Gly 
55 

Arg Gly Gin His 

70 

Pro Asn Glu Arg 
85 

Asn Ser Gly Thr 

Asn Leu Ser Gly 
120 

Arg Lys Glu Glu 
135 

Leu Ala Leu Val 
150 

Phe Ala Arg Leu 

165 

Glu Arg Ala Phe 

Val Thr Pro His 
200 



Leu 

Val 

25 

Pro 

Glu 

Tyr 

Pro 

Tyr 
105 
Lys 

Thr 

lie 

Gin 

Leu 
185 
Lys 



Leu Ser 
10 

Ala Cys 

Gin Val 

Glu Arg 

His Gin 

75 
Tyr Ser 

90 

Arg Cys 

Val lie 

Phe Lys 

Phe Tyr 
155 
Ser lie 
170 

Pro Val 
Thr Glu 



Cys Ala 

Ser Glu 

Pro Tyr 

45 
Met Glu 
60 

Lys Gly 
Leu Lys 

Thr Leu 

Leu Arg 
125 
Lys Tyr 
140 

Leu Thr 

Phe Pro 

Thr Ser 

Leu Val 
205 



Tyr Ser Leu 

15 

Asp Val Asp 
30 

Thr Val Ser 

Thr Pro Gin 

Gin Asn Gly 
80 

lie Arg Asn 

95 

Gin Asp Pro 
110 

Val Thr Gly 

Arg Ala Glu 

Leu lie lie 
160 

Asp Phe Ser 

175 
Pro Asn Lys 
190 



<210> 7 

<211> 1067 

<212> DNA 

<213> Homo sapiens 

<400> 7 

cggctcaagt gaactgactc tgctagaaca 
ctgaaagaga tggctcagca ccacctatgg 
gaagcagctg gaaaagactc agaaatcttc 
actttccctg taaatatcca agaaccacgg 
acatctgttg cttatgtaac accaggagac 
cacagaaatt attatgaacg gatacatgcc 
gatctgagga tggaagacgc aggagactac 
tacaccacca ccaagcgcta caacctgcaa 
acacagagtt taatggcatc tgtgaacagc 
gagaaagaag aaaagaatgt gacatacaat 
cttcaaatct tccagactcc tgaggaccaa 
cctgtcagca acaattctga ctccatctct 
ggcttccgta ctcaccacac cgggttgctg 
ctcattctgt cttcagtgtt tttgttccgt 
aagaaaacca tatacacata tatcatggct 



gtgccgtgct tttccacaga aggttagacc 60 
atcttgctcc tttgcctgca aacctggccg 120 
acagtgaatg ggattctggg agagtcagtc 180 
caagttaaaa tcattgcttg gacttctaaa 240 
tcagaaacag cacccgtagt tactgtgacc 300 
ttaggtccga actacaatct ggtcattagc 360 
aaagcagaca taaatacaca ggctgatccc 420 
atctatcgtc ggcttgggaa accaaaaatt 480 
acctgtaatg tcacactgac atgctctgta 540 
tggagtcccc tgggagaaga gggtaatgtc 600 
gagctgactt acacgtgtac agcccagaac 660 
gcccggcagc tctgtgcaga catcgcaatg 720 
agcgtgctgg ctatgttctt tctgcttgtt 780 
ttgttcaaga gaagacaaga tgctgcctca 840 
tcaaggaaca cccagccagc agagtccaga 900 
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atctatgatg aaatcctgca gtccaaggtg cttccctcca aggaagagcc agtgaacaca 960 
gtttattccg aagtgcagtt tgctgataag atggggaaag ccagcacaca ggacagtaaa 1020 
cctcctggga cttcaagcta tgaaattgtg atctaggctg ctgggct 1067 



<210> 8 
<211> 328 

<212> PRT 

<213> Homo sapiens 



<400> 8 






Met 


Ala 


Gin 


His 


1 








Pro 


Glu 


Ala 


Ala 








20 


Leu 


Gly 


Glu 


Ser 






35 




Val 


Lys 


He 






50 






Pro 


Gly Asp 


Ser 


65 








Tyr 


Tyr 


Glu 


Arg 


Ser 


Asp 


Leu 


Arg 








100 


Thr 


Gin 


Ala 


Asp 






115 




Tyr 


Arg 


Arg 


Leu 




130 






Val 


Asn 


Ser 


Thr 


145 








Glu 


Lys 


Asn 


Val 


Val 


Leu 


Gin 


He 








180 


Cys 


Thr 


Ala 


Gin 






195 




Arg 


Gin 


Leu 


Cys 




210 






Gly 


Leu 


Leu 


Ser 


225 








Ser 


Ser 


Val 


Phe 


Ser 


Lys 


Lys 


Thr 








260 


Pro 


Ala 


Glu 


Ser 






275 




Pro 


Ser 


Lys 


Glu 




290 






Ala 


Asp 


Lys 


Met 


305 








Thr 


Ser 


Ser 


Tyr 



His Leu Trp He 

5 

Gly Lys Asp Ser 

Val Thr Phe Pro 
40 

Ala Trp Thr Ser 
55 

Glu Thr Ala Pro 
70 

He His Ala Leu 
85 

Met Glu Asp Ala 

Pro Tyr Thr Thr 
120 

Gly Lys Pro Lys 
135 

Cys Asn Val Thr 
150 

Thr Tyr Asn Trp 
165 

Phe Gin Thr Pro 

Asn Pro Val Ser 
200 

Ala Asp He Ala 
215 

Val Leu Ala Met 
230 

Leu Phe Arg Leu 
245 

He Tyr Thr Tyr 

Arg He Tyr Asp 

280 

Glu Pro Val Asn 
295 

Gly Lys Ala Ser 
310 

Glu He Val He 

325 



Leu Leu Leu Cys 
10 

Glu He Phe Thr 

25 

Val Asn He Gin 

Lys Thr Ser Val 
60 

Val Val Thr Val 
75 

Gly Pro Asn Tyr 

90 

Gly Asp Tyr Lys 
105 

Thr Lys Arg Tyr 

He Thr Gin Ser 
140 

Leu Thr Cys Ser 

155 

Ser Pro Leu Gly 
170 

Glu Asp Gin Glu 
185 

Asn Asn Ser Asp 

Met Gly Phe Arg 
220 

Phe Phe Leu Leu 
235 

Phe Lys Arg Arg 
250 

He Met Ala Ser 
265 

Glu He Leu Gin 

Thr Val Tyr Ser 
300 

Thr Gin Asp Ser 
315 



Leu Gin Thr Trp 
15 

Val Asn Gly He 

30 

Glu Pro Arg Gin 
45 

Ala Tyr Val Thr 

Thr His Arg Asn 
80 

Asn Leu Val He 
95 

Ala Asp He Asn 

110 

Asn Leu Gin He 
125 

Leu Met Ala Ser 

Val Glu Lys Glu 
160 

Glu Glu Gly Asn 
175 

Leu Thr Tyr Thr 
190 

Ser He Ser Ala 

205 

Thr His His Thr 

Val Leu He Leu 
240 

Gin Asp Ala Ala 

255 

Arg Asn Thr Gin 
270 

Ser Lys Val Leu 
285 

Glu Val Gin Phe 

Lys Pro Pro Gly 
320 



<210> 9 

<211> 1561 

<212> DNA 

<213> Homo sapiens 

<400> 9 

tccacccaag agcaacctgg aactaagtta ttcggcaacg aactgttcca ctttgttgtg 60 
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aggcaataga 

tattgtcgta 
gaggccgtgt 
ccatgccttt 
tccagtgcca 
cgtaccgaga 
ttgaccacat 
acagattccg 
tcctctctgc 
gctcagcaca 
cacagcacca 
tctcagggat 
gccgtggcag 
catacggcac 
atgtgtcagc 
ggtgaaggca 
agagaaaagc 
ctctgtcacc 
aagtgattct 
ccagctaatt 
cgaactcctg 
catgagccac 
caggactgat 
gtcttctgat 
ttattttatt 

g 



tgtggaaatt 

agaatatctg 
cagcacgatg 
catatctgcc 
ggccattcgt 
gataggcaga 
ggacgcaaac 
gtacagtgac 
agatcggggt 
catcccattt 
aagtggggaa 
ctacagactc 
gactggtcct 
tgaacaagga 
caggattgac 
gagaggagcc 
tcactaagaa 
caggctgaag 
tgtgcctcag 
tttgtatttt 
acctcaggtg 
cacgcctggc 
cgatttgcac 
tttttatatc 
tatttttatt 



ccctgacgag 

tcatcctgct 
gaccccaaac 
aaatcgagtc 
gaagcttacc 
agactgaagt 
aaggcagggc 
accctggagc 
ctggtgttga 
gatagatttt 
cacccggcca 
catccaccaa 
cgtggctctc 
agcctcggca 
ctttgcacga 
aggactgtgg 
gcttgaatct 
tgcagtggag 
cctcccaagt 
tagtagagat 
atccacccac 
cagatgcatg 
ccacctttct 
ctgtttaatt 
tttattttta 



gggctctgtc 

aatgtgcatt 
agaccaccct 
ctgtgattcc 
tgacccagct 
tttggaatga 
gctatcagtg 
tggtagtgac 
tgccaggaga 
cactggccaa 
acttctcttt 
gattacacga 
ttggccatac 
gatgtggctg 
acaccaagtg 
agtccgacaa 
actttttttt 
caatctcggc 
agctggaatt 
ggggtttcac 
cttggcctcc 
ttcaaaccaa 
gcacataagt 
tcttccttca 
tttgagacag 



ctcatacttc 
gaaaggagag 
cctgtgtctt 
cttggatgga 
gatgatcata 
gactgatcct 
ccaatatagg 
aggcttgtat 
gaatatttcc 
ggagggagaa 
gggtcctgtg 
cgcagaactt 
tggttgaaaa 
aaccgagctg 
tctgcaagta 
agctacttga 
ttttttgaga 
tcattgaacc 
acaggcacat 
tgtgttggcc 
caaagtgctg 
tcaaatggtg 
tatggttttc 
ttgttcttct 
agtctcactc 



ctgcggagct 
caacggggct 
ggggactttc 
tctgtgaaaa 
aaaaactcca 
gagttcgtca 
atagggcact 
ggcaaaccct 
ctcacgtgca 
ctttctctgc 
gacctcaatg 
gatccgcatg 
ttggcacagc 
gagccaacag 
aacacctgga 
aggacacaag 
cagagtctgg 
tcttgggttc 
accactgcac 
aggctggtct 
agattatagg 
ttttcttatg 
catcttatct 
ctttttttat 
tgttgcccag 



120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1561 



<210> 10 
<211> 209 
<212> PRT 

<213> Homo sapiens 



<400> 10 



Met 


Asp 


Pro 


Lys 


Gin 


Thr 


Thr 


Leu 


Leu 


Cys 


Leu 


Gly 


Asp 


Phe 


Pro 


Met 


1 








5 










10 










15 




Pro 


Phe 


He 


Ser 


Ala 


Lys 


Ser 


Ser 


Pro 


Val 


He 


Pro 


Leu 


Asp 


Gly 


Ser 








20 










25 










30 






Val 


Lys 


He 


Gin 


Cys 


Gin 


Ala 


He 


Arg 


Glu 


Ala 


Tyr 


Leu 


Thr 


Gin 


Leu 






35 










40 










45 








Met 


He 


He 


Lys 


Asn 


Ser 


Thr 


Tyr- 


Arg 


Glu 


He 


Gly 


Arg 


Arg 


Leu 


Lys 




50 










55 










60 










Phe 


Trp 


Asn 


Glu 


Thr 


Asp 


Pro 


Glu 


Phe 


Val 


He 


Asp 


His 


Met 


Asp 


Ala 


65 










70 










75 










80 


Asn 


Lys 


Ala 


Gly 


Arg 


Tyr 


Gin 


Cys 


Gin 


Tyr 


Arg 


He 


Gly 


His 


Tyr 


Arg 










85 










90 










95 




Phe 


Arg 


Tyr 


Ser 


Asp 


Thr 


Leu 


Glu 


Leu 


Val 


Val 


Thr 


Gly 


Leu 


Tyr 


Gly 








100 










105 










110 






Lys 


Pro 


Phe 


Leu 


Ser 


Ala 


Asp 


Arg 


Gly 


Leu 


Val 


Leu 


Met 


Pro 


Gly 


Glu 






115 










120 










125 








Asn 


He 


Ser 


Leu 


Thr 


Cys 


Ser 


Ser 


Ala 


His 


He 


Pro 


Phe 


Asp 


Arg 


Phe 




130 










135 










140 










Ser 


Leu 


Ala 


Lys 


Glu 


Gly 


Glu 


Leu 


Ser 


Leu 


Pro 


Gin 


His 


Gin 


Ser 


Gly 


145 










150 










155 










160 


Glu 


His 


Pro 


Ala 


Asn 


Phe 


Ser 


Leu 


Gly 


Pro 


Val 


Asp 


Leu 


Asn 


Val 


Ser 










165 










170 










175 




Gly 


He 


Tyr 


Arg 


Leu 


His 


Pro 


Pro 


Arg 


Leu 


His 


Asp 


Ala 


Glu 


Leu 


Asp 








180 










185 










190 






Pro 


His 


Gly 


Arg 


Gly 


Arg 


Thr 


Gly 


Pro 


Arg 


Gly 


Ser 


Leu 


Gly 


His 


Thr 






195 










200 










205 
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<210> 11 

<211> 2202 

<212> DNA 

<213> Homo sapiens 



<400> 11 

ggaaacatga 

tggcccaggg 

gctggctggg 

tgagcactcg 

gcgctgctcg 

aacaccacca 

ggtgtgcgcc 

tatgccatcc 

cagtactgga 

ttgtccatcc 

gtggggaagt 

tacaagcccc 

gtccagaact 

tctttgtggc 

gagtgggagt 

tactatgcag 

agcctgctac 

cccaacagtg 

ctgatcatcg 

tactttgtgg 

cggctggtgc 

ctggagagaa 

gccacctccc 

atgggaggac 

cctcgggagg 

ttcctggaaa 

gtgctggaca 

ctggttatgc 

gggtacagtc 

gaatgccagg 

tcatctcagc 

cccttacacc 

atcaggagaa 

cctcacctga 

gaaggcaaaa 

ccctagtgtc 

atcagatgat 



tccagctgaa 

agtgtgaggc 

acatgaggtt 

gaggcactcc 

ccttgctcct 

ggcccgctct 

ccgtgaggga 

tcaacgtgga 

ctgatgagtt 

ccacggacag 

ctccaaatat 

ttcaggtggt 

gctcgctgac 

gcttgccaga 

tgctgggggt 

aaatgaagtt 

tgcccagcat 

gcgagagggt 

tttctgacac 

tgtgcatggc 

acaagcaaga 

tcgcctggct 

aagccaccaa 

cccaggactt 

cctcgctggc 

agcgggatga 

agctgctatt 

tctggtccat 

ctggttaggt 

gacattttca 

aatcacaagc 

cttgtcccac 

actcgggcac 

ataagggact 

ccaactctct 

ttttttttct 

gggagtggga 



ggactgattg 
tgcagcctca 
ggcagagggc 

tatgcttgga 

ccccacactc 

gctgaggctg 

ctggaggaag 

tgagaagaat 

tctccagtgg 

catctgggtc 

cccgtacgtg 

gactgcctgt 

cttcaccagt 

aaaggtgaaa 

gctgccctac 

ctatgtggtc 

cttcctcatg 

ctctttcaag 

gctgccggcc 

tctgctggtg 

cctgcagcag 

actttgcctg 

gactgatgac 

cgagaagagc 

ggtgtgtggg 

gatccgagag 

ccacatttac 

ctggcagtac 

ggggacagag 

agacacagac 

caaggtctga 

ccccagcagc 

tccctaagtc 

ttggaattct 

actacacagg 

tcacctcact 

agaataaaat 



caggaaaact 

gaaggtgtga 

aggcaagctg 

aagctcgcta 

ctggcacagg 

tcggattacc 

ccaaccaccg 

caggtgctga 

aaccctgagg 

ccggacattc 

tatattcggc 

agcctcgaca 

tggctgcaca 

tccgacagga 

tttcgggagt 

atccgccggc 

gtcatggaca 

attacactcc 

actgccatcg 

ataagtttgg 

cccgtgcctg 

agggagcagt 

tgctcagcca 

ccgagggaca 

ctgctgcagg 

gtggcccgag 

ctgctagcgg 

gcttgagtgg 

gatttctgct 

aaagtcccgt 

acccttccac 

tcaccatggc 

cactctagtt 

gcttctcttt 

cctgataact 

tgtggcagct 

gcagtgaaac 



tggcagctcc 

gcagtggcca 

gcccttggtg 

tgctgctgtg 

gagaagccag 

ttttgaccaa 

tatccattga 

ccacctacat 

actttgacaa 

tcatcaatga 

atcaaggcga 

tctacaactt 

ccatccagga 

gtgtcttcat 

tcagcatgga 

ggcccctctt 

tcgtgggctt 

tcctgggcta 

gcactcctct 

ccgagaccat 

cttggctgcg 

caacttccca 

tgggaaacca 

gatgtagccc 

agctgtcctc 

actggctgcg 

tgctggccta 

gtacagccca 

taggcccctc 

gccctgtttc 

caaaaactgg 

tttaaaacat 

gtggactttt 

cacaactttg 

ctgtacgagg 

tccctgaaca 

cc 



ccaaccttgg 

cgagaggcag 

ggcctcgccc 

ggtccagcag 

gaggagccga 

ctacaggaag 

cgtcattgtc 

ctggtaccgg 

catcaccaag 

gttcgtggat 

agttcagaac 

ccccttcgat 

catcaacatc 

gaaccaggga 

aagcagtaac 

ctatgtggtc 

ctacctgccc 

ctcggtcttc 

cattggtgtc 

cttcattgtg 

tcacctggtt 

gaggccccca 

ctgcagccac 

tcccccacca 

catccggcaa 

cgtgggctcc 

cagcatcacc 

gtggaggagg 

aggacccagg 

caatgccaat 

gtgttcaagg 

gctctcttag 

ccccattg-ac 

cttttaggtt 

cttctctaac 

ctcatccccc 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2202 



<210> 12 
<211> 478 
<212> PRT 

<213> Homo sapiens 



<400> 12 

Met Leu Leu Trp Val Gin Gin Ala 

1 5 
Leu Leu Ala Gin Gly Glu Ala Arg 

20 

Ala Leu Leu Arg Leu Ser Asp Tyr 

35 40 
Val Arg Pro Val Arg Asp Trp Arg 

50 55 
Val lie Val Tyr Ala lie Leu Asn 



Leu Leu Ala Leu Leu Leu Pro Thr 

10 15 
Arg Ser Arg Asn Thr Thr Arg Pro 

25 30 
Leu Leu Thr Asn Tyr Arg Lys Gly 
45 

Lys Pro Thr Thr Val Ser lie Asp 
60 

Val Asp Glu Lys Asn Gin Val Leu 



Page 1 1 



65 

Thr Thr Tyr lie 

Trp Asn Pro Glu 
100 

Asp Ser lie Trp 

115 

Gly Lys Ser Pro 
130 

Val Gin Asn Tyr 
145 

lie Tyr Asn Phe 

Ser Trp Leu His 
180 

Pro Glu Lys Val 

195 

Trp Glu Leu Leu 
210 

Ser Ser Asn Tyr 
225 

Arg Pro Leu Phe 

Met Val Met Asp 
260 

Arg Val Ser Phe 
275 

He He Val Ser 

290 

He Gly Val Tyr 
305 

Ala Glu Thr He 

Gin Pro Val Pro 
340 

Trp Leu Leu Cys 
355 

Thr Ser Gin Ala 

370 

Cys Ser His Met 
385- 

Arg Cys Ser Pro 

Gly Leu Leu Gin 
420 

Asp Glu He Arg 
435 

Leu Asp Lys Leu 
450 

Ser He Thr Leu 
465 



70 

Trp Tyr Arg Gin 
85 

Asp Phe Asp Asn 

Val Pro Asp He 

120 

Asn He Pro Tyr 
135 

Lys Pro Leu Gin 
150 

Pro Phe Asp Val 
165 

Thr He Gin Asp 

Lys Ser Asp Arg 
200 

Gly Val Leu Pro 
215 

Tyr Ala Glu Met 
230 

Tyr Val Val Ser 
245 

He Val Gly Phe 

Lys He Thr Leu 
280 

Asp Thr Leu Pro 

295 

Phe Val Val Cys 
310 

Phe He Val Arg 
325 

Ala Trp Leu Arg 

Leu Arg Glu Gin 
360 

Thr Lys Thr Asp 
375 

Gly Gly Pro Gin 

390 

Pro Pro Pro Pro 
405 

Glu Leu Ser Ser 

Glu Val Ala Arg 
440 

Leu Phe His He 
455 

Val Met Leu Trp 
470 



75 

Tyr Trp Thr Asp 
90 

He Thr Lys Leu 
105 

Leu He Asn Glu 

Val Tyr He Arg 
140 

Val Val Thr Ala 
155 

Gin Asn Cys Ser 
170 

He Asn He Ser 
185 

Ser Val Phe Met 

Tyr Phe Arg Glu 

220 

Lys Phe Tyr Val 
235 

Leu Leu Leu Pro 
250 

Tyr Leu Pro Pro 
265 

Leu Leu Gly Tyr 

Ala Thr Ala He 
300 

Met Ala Leu Leu 

315 

Leu Val His Lys 
330 

His Leu Val Leu 
345 

Ser Thr Ser Gin 

Asp Cys Ser Ala 
380 

Asp Phe Glu Lys 

395 - 
Arg Glu Ala Ser 
410 

He Arg Gin Phe 
425 

Asp Trp Leu Arg 

Tyr Leu Leu Ala 
460 

Ser He Trp Gin 
475 



80 

Glu Phe Leu Gin 
95 

Ser He Pro Thr 
110 

Phe Val Asp Val 
125 

His Gin Gly Glu 

Cys Ser Leu Asp 
160 

Leu Thr Phe Thr 
175 

Leu Trp Arg Leu 
190 

Asn Gin Gly Glu 
205 

Phe Ser Met Glu 

Val He Arg Arg 
240 

Ser He Phe Leu 
255 

Asn Ser Gly Glu 
270 

Ser Val Phe Leu 
285 

Gly Thr Pro Leu 

Val He Ser Leu 

320 

Gin Asp Leu Gin 
335 

Glu Arg He Ala 
350 

Arg Pro Pro Ala 
365 

Met Gly Asn His 

Ser Pro Arg Asp 
400 

Leu Ala Val Cys 
415 

Leu Glu Lys Arg 
430 

Val Gly Ser Val 
445 

Val Leu Ala Tyr 
Tyr Ala 



<210> 13 
<211> 1425 

<212> DNA 

<213> Homo sapiens 
<400> 13 

cagtctgaga acaagaaaga agaacttctg tctcgagggt ctcactgtca accaggccag 6 
agtgcagtga agatcatacc tcactacatc cgtgaactcc cgggctcctc ccacctaagt 1 
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ctcttgagta gctgggactt caggagactg 
gcttcaagtt cctgggcctg ctgacagcgt 
gctgtgccct ggccatcctg ctggcaattg 
tcaccagctc agcttcccag gaaggaacgc 
agaaagaaga ggctgagggg tttgtagtgt 
ctcctgagac cagtttaaaa cagctgagac 
gtgaaatatc atctcagttg atgttcacca 
cctaccagtg ttgtgccaga agccagaagt 
ccattctatt cacagagaca gggaactaca 
ttgagttcag ccataatgaa ggcactctca 
taatgctggt caccagcctt gtggcccttc 
taaaacagct acagcaagat gagtctgact 
cacagagaag aatgcaacag ggcacagggg 
gaaatataag ctggggcaaa tcagtgtaat 
acttgccttc ttccctccta agctccagta 
tagtatagtc ctcaaatatc ggataaatat 
ctccctcttc atcaacatag taaaataagt 
gaataaattt ttatttaaca ctgcaaagga 
gacagaaagg aagacagcca gatccagtga 
acagacctca acattcaaca ttcaacaaca 
atttgtgcag accaagagca ccacagacta 
aacctctttg gtcatttctc tttttaaata 



aagccaagga taccagcaga gccaacattt 180 
gcaggatgct gttggaaccc ggcagaggct 240 
tggacatcca gtctggtgga tgcattaaca 300 
gactaaactt aatctgtact gtatggcata 360 
ttttgtgcaa ggacaggtct ggagactgtt 420 
ttaaaaggga tcctgggata gatggtgttg 480 
taagccaagt cacaccgttg cacagtggga 540 
caggtatccg ccttcagggc cattttttct 600 
cagtgacggg attgaaacaa agacaacacc 660 
gttcaggctt cctacaagaa aaggtctggg 720 
aagctttgta agcctgtcca aaagaacttt 780 
atggcttagt atctttctca ttacaatagg 840 
aagagatgct aaatatacca agaatctgtg 900 
ccttgacttt gctcctcacc atcagggcaa 960 
aataaacaga acagctttca ccaaagtggg 1020 
atgcgttttt gtaccccaga aaaacttttc 1080 
caaacaaaat gagaacacca aattttgggg 1140 
aagagagaga aaacaagcaa agataggtag 1200 
ttgacttggc atgaaaatga gaaaatgcag 1260 
tccatacagc actgctggag gaagaggaag 1320 
caactgccca gcttcatcta aatacttgtt 1380 
aatgcccata gcagt 1425 



<210> 14 
<211> 181 
<212> PRT 

<213> Homo sapiens 



<400> 14 
Met Leu Leu Glu 
1 

Ala lie Val Asp 
20 

Ala Ser Gin Glu 
35 

Lys Lys Glu Glu 
50 

Ser Gly Asp Cys 

65 

Arg Asp Pro Gly 

Phe Thr lie Ser 
100 

Cys Ala Arg Ser 
115 

Ser lie Leu Phe 
130 

Gin Arg Gin His 
145 

Gly Phe Leu Gin 

Ala Leu Gin Ala 
180 



Pro Gly Arg Gly 
5 

lie Gin Ser Gly 

Gly Thr Arg Leu 
40 

Ala Glu Gly Phe 
55 

Ser Pro Glu Thr 

70 

lie Asp Gly Val 
85 

Gin Val Thr Pro 

Gin Lys Ser Gly 
120 

Thr Glu Thr Gly 
135 

Leu Glu Phe Ser 
150 

Glu Lys Val Trp 

165 
Leu 



Cys Cys Ala Leu 
10 

Gly Cys lie Asn 
25 

Asn Leu lie Cys 

Val Val Phe Leu 
60 

Ser Leu Lys Gin 
75 

Gly Glu lie Ser 

90 

Leu His Ser Gly 
105 

lie Arg Leu Gin 

Asn Tyr Thr Val 

140 

His Asn Glu Gly 
155 

Val Met Leu Val 
170 



Ala lie Leu Leu 
15 

lie Thr Ser Ser 
30 

Thr Val Trp His 
45 

Cys Lys Asp Arg 

Leu Arg Leu Lys 
80 

Ser Gin Leu Met 

95 

Thr Tyr Gin Cys 
110 

Gly His Phe Phe 
125 

Thr Gly Leu Lys 

Thr Leu Ser Ser 
160 

Thr Ser Leu Val 
175 



<210> 15 

<211> 4775 

<212> DNA 

<213> Homo sapiens 

<400> 15 
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acccgcgcga ggtaggcgct ctggtgcttg 
atcttcccga tactgccttt ggagcggcta 
gccttgcccc ttacctgccg attgcatatg 
tcggagtcgt cgcgatcgtc gtggcgctcg 
tagttagtta ggggccaacg aagaagaaag 
tggtcagtta ctaagctaga gtaagatagc 
gcgcacggtc acccaaagga ggtcgactcg 
cattcctctc cctccgccga ggcgcgaggt 
accgactgcc gcgggctccg ctgggcgatt 
gccgcggcga ccgctgcctg gtcttcctcc 
gcgagcatct ataacatagg ccaactgacg 
tgatgaacct agcctgttaa tttcgtcttc 
aagcaatcat ggtgaacctg aggaatgcgg 
tattggtttg gcaatgtgat atttctgtga 
tcaatacctc cgatggtgga cgcttcaaat 
tttcaatcgt catcataata atcatgacaa 
taagcatgga aaagaaactg cacaatgcca 
ctgatatgct agtgggacta cttgtcatgc 
atgtctggcc actacctaga tatttgtgcc 
caacagcgtc catcatgcac ctctgcgcta 
atcctattga gcatagccgt ttcaattcgc 
tttgggcaat ttctataggt gtatcagttc 
aaaaggtgtt cgtgaacaac acgacgtgcg 
ggtccttcgt agctttcttc ataccgctga 
tctacgttct gcgccgacaa gctttgatgt 
gactaagtct ggatttcctg aagtgctgca 
caaaccctaa ccaagaccag aacgcacgcc 
gcaccatgca ggctatcaac aatgaaagaa 
ttgtgtttct gatcatgtgg tgcccatttt 
agaagtcctg taaccaaaag ctcatggaaa 
atgtttgttc aggaatcaat cctctggtgt 
cattctccaa ctatttgcgt tgcaattata 
ttccaagagt tgccgccact gctttgtctg 
ataccaatga accggtgatc gagaaagcca 
ttgagaattt agagttacca gtaaatccct 
tgtgagaaag aacagcacag tcttttccta 
cttctttaat ttttctgttg gtcttaacta 
ttacatatag ctttgcaacc ttgtacttta 
ttctatattt actgtttata ataggtggag 
aatgtttatt tttgctctcc ctcccttctt 
ctctctttct tttgtgcata tggcaacgtt 
accagaatga ggcacatgac agtggttata 
tggacatttg ttctgggtta acagtaaata 
cacatataaa cacagtaaga taggttctgc 
cagaacctag tcttgttgtt catatagggg 
tggtatttac tgcaatgtct gtccctaaac 
accgggacta cagaagtgga aggataatga 
ttaaggacag tgttcaaatt ctgattatta 
tctggtcctt agtaaattcc taattctatg 
tttcccaacc caggattcaa catcaattgg 
tgcttcacac aaagtgaaat tagtattttg 
tacctctgtc tataggactt aatttagcag 
tatagatggt agaaactttg gaagttttac 
gaatgtgaaa aaaaaaagta attaaaaaga 
acggagtttc catttggatt ttaaacaaaa 
tctagtgcag gaaaaggctg cagctaattt 
agttatttac cagaagttta aatctttgtt 
ggccatcatt tcattcgtgg gcctgctgct 
tctaaaccat gaaaagtttt caagcattgc 
gcagagtata caagtgtttc tagtaacagt 
tggataaatt ttggaagaat tcatgatgct 



cggaggacgc ttccttcctc agatgcaccg 60 

gattgctagc cttggctgct ccattggcct 120 
aactcttctt ctgtctgtac atcgttgtcg 180 
tgtgatggcc ttcgtccgtt tagagtagtg 240 
aagacgcgat tagtgcagag atgctggagg 300 
ggagcgaaaa gagccaaacc tagccggggg 360 
ccggcgcttc ctatcgcgcc gagctccctc 420 
tgcggcgcgc agcgcagcgc agctcagcgc 480 
gcagccgagt ccgtttctcg tctagctgcc 540 
cggacgctag tgggttatca gctaacaccc 600 
ccatccttca aaaacaacta aaggatgata 660 
tcaattttaa actttggttg cttaagactg 720 
tgcattcatt ccttgtgcac ctaattggcc 780 
gcccagtagc agctatagta actgacattt 840 
tcccagacgg ggtacaaaac tggccagcac 900 
taggtggcaa catccttgtg atcatggcag 960 
ccaattactt cttaatgtcc ctagccattg 1020 
ccctgtctct cctggcaatc ctttatgatt 1080 
ccgtctggat ttctttagat gttttatttt 1140 
tatcgctgga tcggtatgta gcaatacgta 1200 
ggactaaggc catcatgaag attgctattg 1260 
ctatccctgt gattggactg agggacgaag 1320 
tgctcaacga cccaaatttc gttcttattg 1380 
cgattatggt gattacgtat tgcctgacca 1440 
tactgcacgg ccacaccgag gaaccgcctg 1500 
agaggaatac ggccgaggaa gagaactctg 1560 
gaagaaagaa gaaggagaga cgtcctaggg 1620 
aagcttcgaa agtccttggg attgttttct 1680 
tcattaccaa tattctgtct gttctttgtg 1740 
agcttctgaa tgtgtttgtt tggattggct 1800 
atactctgtt caacaaaatt taccgaaggg 1860 
aggtagagaa aaagcctcct gtcaggcaga 1920 
ggagggagct taatgttaac atttatcggc 1980 
gtgacaatga gcccggtata gagatgcaag 2040 
ccagtgtggt tagcgaaagg attagcagtg 2100 
cggtacaagc tacatatgta ggaaaatttt 2160 
atgtaaatat tgctgtctga aaaagtgttt 2220 
caatcatgcc tacattagtg agatttaggg 2280 
actaacttat tttgattgtt tgatgaataa 2340 
tccttccttt tttcctttct tccttccttt 2400 
catgttcatc tcaggtggca tttgcaggtg 2460 
tttcaaccac acctaaatta acaaattcag 2520 
tacactttac attcttgctc tgctcatcta 2580 
tttctgatac atctgtcagt gagtcagagg 2640 
caaaaatttg acattgtcag aatgttgtgt 2700 
atagtggtat tttaacatag cagctggtta 2760 
gatgtaatac accaaatagc ttttcacttc 2820 
caacaagcaa actgaaatta gtgttttcat 2880 
attaaactgg gaaatgagat cccagagtta 2940 
gttttgatct cagcatcctg gaaatttgtg 3000 
agccttatta aaatattttc ttaattatgg 3060 
tccatttttg agtaaaactt gtattggaag 3120 
ttgattaagg actacagaat tgggccctta 3180 
cacttttacc gaactcggga ttacagaaac 3240 
tttatgtcat tttcagatcc ttccaaactc 3300 
gtgaaagtgg caagctcttc attgcactgc 3360 
aaaatatagt gttgtgttac aataagtgtt 3420 
ctctaagaat tcagtagcat tttaatagtt 3480 
taaagtcagg ccattcagtc tatgctgtgt 3540 
atttccatac gtgcccattt cacacaactg 3600 
agttcttacg cttgacagtt acttacacac 3660 
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ctgagaatgt 
ccttggtctg 
tggaagagct 
caaacatcag 
cttgcctgtt 
atttaattct 
ctgcacatac 
gtattaatgt 
cttaaaaaga 
tctgatttct 
aaatcacaga 
tgttaatgat 
cctcaagttg 
ttggatataa 
agtccatgtg 
tattatatat 
aattcttctc 
ctaattcctg 
tattaaatgt 



gcctctcagt 
tgttctcaac 
gctgtatttg 
tcatttgctt 
aggtctgttg 
taccgaaatg 
agatggtgtc 
agggcagaat 
ccatgcattc 
gaactatcag 
tttccaaaag 
tcttgtgtca 
tgtgctattc 
atcttaccct 
ataattgtaa 
gtatatctgt 
ctttgtcaaa 
tatgttatcc 
tgaaaaaaaa 



atcttaaaat 
acacagtata 
aggaaactca 
gagcatgccc 
aagtgcatgt 
aaaatggctg 
ctgcatgtat 
agctgataga 
agatctgaag 
ggcaagctca 
tactagcaat 
tcaagtagta 
gtaagttctg 
tcaatgttaa 
aggtgatgaa 
gtaagacacg 
tggtattttt 
actacaggtt 
aaaaaaaaaa 



tggttaatga 
gataaatcca 
tacagtctct 

aaatattaca 
taaaataatt 
aagaaacaca 
gccatgtatg 
agaaggactg 
tagtgtgagt 
tagcacatgt 
aagttgaatg 
gtacttaata 
tgcagtttgg 
atctacaaac 
tttaccatca 
tgcaacagac 
tgtgaatggt 
ttatgagact 
aaaaa 



aaaatctgaa 
atagtctgcc 
atttgatttg 
tgaaagtcaa 
atatgaagca 
gcatgcattt 
ttgcatgaat 
aagaaaatcc 
gttagaaaaa 
tttacaaaga 
ataatagctc 
gtacccaacc 
tatgaaacaa 
ttttataaat 
aacaaatcat 
tgccttatat 
tgcaaagtgt 
tcctattaat 



tttctaaaac 
acaagggcag 
caacactggc 
gtctacctgc 
gaatgagatg 
agcatgagtt 
ccatcgattt 
ttcagcaatc 
actggaaaca 
aacaaaatat 
acagcacatt 
tggtaattat 
atatactcat 
gttttaaaga 
tttgatgtat 
tattttctgt 
tgtcttattc 
ttattaaatt 



3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4775 



<210> 16 
<211> 458 
<212> PRT 

<213> Homo sapiens 



<400> 16 
Met Val Asn Leu 
1 

Gly Leu Leu Val 
20 

lie Val Thr Asp 
35 

Pro Asp Gly Val 

50 

lie Met Thr lie 
65 

Glu Lys Lys Leu 

lie Ala Asp Met 
100 

Ala lie Leu Tyr 
115 

Val Trp lie Ser 

130 

Leu Cys Ala lie 
145 

Glu His Ser Arg 

He Val Trp Ala 
180 

Gly Leu Arg Asp 
195 

Leu Asn Asp Pro 

210 

He Pro Leu Thr 
225 

Leu Arg Arg Gin 

Pro Gly Leu Ser 
260 

Glu Glu Glu Asn 



Arg Asn Ala Val 
5 

Trp Gin Cys Asp 

He Phe Asn Thr 
40 

Gin Asn Trp Pro 

55 

Gly Gly Asn He 
70 

His Asn Ala Thr 
85 

Leu Val Gly Leu 

Asp Tyr Val Trp 
120 

Leu Asp Val Leu 
135 

Ser Leu Asp Arg 

150 

Phe Asn Ser Arg 
165 

He Ser He Gly 

Glu Glu Lys Val 
200 

Asn Phe Val Leu 
215 

He Met Val He 
230 

Ala Leu Met Leu 
245 

Leu Asp Phe Leu 
Ser Ala Asn Pro 



His Ser Phe Leu 
10 

He Ser Val Ser 
25 

Ser Asp Gly Gly 

Ala Leu Ser He 
60 

Leu Val He Met 
75 

Asn Tyr Phe Leu 
90 

Leu Val Met Pro 
105 

Pro Leu Pro Arg 

Phe Ser Thr Ala 
- 140 

Tyr Val Ala He 
155 

Thr Lys Ala He 
170 

Val Ser Val Pro 
185 

Phe Val Asn Asn 

He Gly Ser Phe 
220 

Thr Tyr Cys Leu 

235 

Leu His Gly His 
250 

Lys Cys Cys Lys 
265 

Asn Gin Asp Gin 



Val His Leu He 
15 

Pro Val Ala Ala 
30 

Arg Phe Lys Phe 
45 

Val He He He 

Ala Val Ser Met 
80 

Met Ser Leu Ala 
95 

Leu Ser Leu Leu 
110 

Tyr Leu Cys Pro 
125 

Ser He Met His 

Arg Asn Pro He 

160 

Met Lys He Ala 
175 

He Pro Val He 
190 

Thr Thr Cys Val 
205 

Val Ala Phe Phe 

Thr He Tyr Val 

240 

Thr Glu Glu Pro 
255 

Arg Asn Thr Ala 
270 

Asn Ala Arg Arg 
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275 










280 










285 








Arg 


Lys 
290 


Lys 


Lys 


Glu 


Arg 


Arg 
295 


Pro 


Arg 


C3±y 


inr 


Me u 
300 


o±n 


i\Xa. 




2\ o m 


Asn 


Glu 


Arg 


Lys 


Ala 


Ser 


Lys 


vai 


Leu 




1 ± e 


V a JL 


jrne 




V dx 


It lie 


305 










310 










315 










320 


Leu 


lie 


Met 


Trp 


Cys 
325 


Pro 


rne 


fne 




i nr 
330 


Asn 


T 1 ff» 
X X6 


Leu 


Q cj >^ 


V d X 

335 


Leu 


Cys 


Glu 


Lys 


Ser 

/I n 
J54 U 


Cys 


Asn 


bin 


Lys 


Leu 


Men 


oXU 


Lys 


Leu 


Leu 

350 




V a. X 


Phe 


Val 


Trp 
355 


He 


Gly 


Tyr 


Val 


Cys 
360 


Ser 






Asn 


IT X o 

365 


Leu 


V d X 


1 yr 


Thr 


Leu 
370 


Phe 


Asn 


Lys 


He 


Tyr 

O T C 

375 


Arg 


Arg 


AX a 


fne 


Ser 

J o u 


Asn 


Tyr 


Leu 


Arg 


Cys 


Asn 


Tyr 


Lys 


Val 


Glu 


Lys 


Lys 


Pro 


Pro 


va± 


Arg 


vjxn 


± xe 


Pro 


nX ^ 


385 










390 










"5 Q c: 










ft u u 


Val 


Ala 


Ala 


Thr 


Ala 
405 


Leu 


Ser 


uly 


Arg 


bXU 

410 


Leu 


Asn 


V a. J. 


Asn 


X X fc; 

415 


lyr 


Arg 


His 


Thr 


Asn 


Glu 


Pro 


Val 


He 


Glu 


Lys 


A-La 


Ser 


Asp 


Asn 


oXU 


Pro 






420 










425 










430 






Gly 


He 


Glu 


Met 


Gin 


Val 


Glu 


Asn 


Leu 


Glu 


Leu 


Pro 


Val 


Asn 


Pro 


Ser 




435 










440 










445 








Ser 


Val 
450 


Val 


Ser 


Glu 


Arg 


He 
455 


Ser 


Ser 


Val 















<210> 17 

<211> 1892 

<212> DNA 

<213> Homo sapiens 

<400> 17 

tggagccatg ctccctgggc tcttccgcgg gcgcccgcgc gctgcccttc gcttgaggca 60 
aaaggactct tgtggaagat ggaactcatt gtccattttc cagaatgtat ttccaagccc 120 
atcaatggga cctgatactg ctgttctgtg ttgaaatgct tgaagaactc ctgcatctct 180 
gcttgcatct tccatcctac tgaaaccatg gtcttctcgg cagtgttgac tgcgttccat 240 
accgggacat ccaacacaac atttgtcgtg tatgaaaaca cctacatgaa tattacactc 300 
cctccaccat tccagcatcc tgacctcagt ccattgctta gatatagttt tgaaaccatg 360 
gctcccactg gtttgagttc cttgaccgtg aatagtacag ctgtgcccac aacaccagca 420 
gcatttaaga gcctaaactt gcctcttcag atcacccttt ctgctataat gatattcatt 480 
ctgtttgtgt cttttcttgg gaacttggtt gtttgcctca tggtttacca aaaagctgcc 540 
atgaggtctg caattaacat cctccttgcc agcctagctt ttgcagacat gttgcttgca 600- 
gtgctgaaca tgccctttgc cctggtaact attcttacta cccgatggat ttttgggaaa 660 
ttcttctgta gggtatctgc tatgtttttc tggttatttg tgatagaagg agtagccatc 720 
ctgctcatca ttagcataga taggttcctt attatagtcc agaggcagga taagctaaac 780 
ccatatagag ctaaggttct gattgcagtt tcttgggcaa cttccttttg tgtagctttt 840 
cctttagccg taggaaaccc cgacctgcag ataccttccc gagctcccca gtgtgtgttt 900 
gggtacacaa ccaatccagg ctaccaggct tatgtgattt tgatttctct catttctttc 960 
ttcataccct tcctggtaat actgtactca tttatgggca tactcaacac ccttcggcac 1020 
aatgccttga ggatccatag ctaccctgaa ggtatatgcc tcagccaggc cagcaaactg 1080 
ggtctcatga gtctgcagag acctttccag atgagcattg acatgggctt taaaacacgt 1140 
gccttcacca ctattttgat tctctttgct gtcttcattg tctgctgggc cccattcacc 1200 
acttacagcc ttgtggcaac attcagtaag cacttttact atcagcacaa cttttttgag 1260 
attagcacct ggctactgtg gctctgctac ctcaagtctg cattgaatcc gctgatctac 1320 
tactggagga ttaagaaatt ccatgatgct tgcctggaca tgatgcctaa gtccttcaag 1380 
tttttgccgc agctccctgg tcacacaaag cgacggatac gtcctagtgc tgtctatgtg 1440 
tgtggggaac atcggacggt ggtgtgaata ttggaactgg ctgacatttt gggtgatgct 1500 
tgttctttat tgacattgaa ttctctttct catagcctct ccactttatt tttttttata 1560 
gggtttgtgt atgtatgtgt gtgagcagtg taaagaaaga atggtaatta tagttctgtt 1620 
accaagaata aataatagga aagtgattac aaatattacc tccagggttc aatagaaatc 1680 
ctcaatttag ggtgaggaga cttttttttg gttttggggt ttttccttga ttgattttgt 1740 
tttcatagtg ggaatcagga ttgtgcttta ttgagcctgc agttacattg aattgtaggt 1800 
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gtttcgtgtg ctgctaaggt atgcttattt gagtttatca agactttttt ttttctggaa 18 60 
gacactgctg cttttaccat cacattggag cc 18 92 

<210> 18 
<211> 419 
<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Val Phe Ser Ala Val Leu Thr Ala Phe His Thr Gly Thr Ser Asn 

15 10 15 

Thr Thr Phe Val Val Tyr Glu Asn Thr Tyr Met Asn lie Thr Leu Pro 

20 25 30 

Pro Pro Phe Gin His Pro Asp Leu Ser Pro Leu Leu Arg Tyr Ser Phe 

35 40 45 

Glu Thr Met Ala Pro Thr Gly Leu Ser Ser Leu Thr Val Asn Ser Thr 

50 55 60 

Ala Val Pro Thr Thr Pro Ala Ala Phe Lys Ser Leu Asn Leu Pro Leu 
65 70 75 80 

Gin lie Thr Leu Ser Ala lie Met lie Phe lie Leu Phe Val Ser Phe 

85 90 95 

Leu Gly Asn Leu Val Val Cys Leu Met Val Tyr Gin Lys Ala Ala Met 

100 105 110 

Arg Ser Ala lie Asn lie Leu Leu Ala Ser Leu Ala Phe Ala Asp Met 

115 120 125 

Leu Leu Ala Val Leu Asn Met Pro Phe Ala Leu Val Thr lie Leu Thr 

130 135 140 

Thr Arg Trp lie Phe Gly Lys Phe Phe Cys Arg Val Ser Ala Met Phe 
145 150 155 160 

Phe Trp Leu Phe Val lie Glu Gly Val Ala lie Leu Leu lie lie Ser 

165 170 175 

lie Asp Arg Phe Leu lie lie Val Gin Arg Gin Asp Lys Leu Asn Pro 

180 185 190 

Tyr Arg Ala Lys Val Leu lie Ala Val Ser Trp Ala Thr Ser Phe Cys 

195 200 205 

Val Ala Phe Pro Leu Ala Val Gly Asn Pro Asp Leu Gin lie Pro Ser 

210 215 220 

Arg Ala Pro Gin Cys Val Phe Gly Tyr Thr Thr Asn Pro Gly Tyr Gin 
225 230 2.35 240 

Ala Tyr Val lie Leu lie Ser Leu lie Ser Phe Phe lie Pro Phe Leu 

245 250 255 

Val lie Leu Tyr Ser Phe Met Gly lie Leu Asn Thr Leu Arg His Asn 

260 265 270 

Ala Leu Arg lie His Ser Tyr Pro Glu Gly lie Cys Leu Ser Gin Ala 

275 280 285 

Ser Lys Leu Gly Leu Met Ser Leu Gin Arg Pro Phe Gin Met Ser lie 

290 295 300 

Asp Met Gly Phe Lys Thr Arg Ala Phe Thr Thr lie Leu lie Leu Phe 
305 310 315 320 

Ala Val Phe lie Val Cys Trp Ala Pro Phe Thr Thr Tyr Ser Leu Val 

325 330 335 

Ala Thr Phe Ser Lys His Phe Tyr Tyr Gin His Asn Phe Phe Glu lie 

340 345 350 

Ser Thr Trp Leu Leu Trp Leu Cys Tyr Leu Lys Ser Ala Leu Asn Pro 

355 360 365 

Leu lie Tyr Tyr Trp Arg lie Lys Lys Phe His Asp Ala Cys Leu Asp 

370 375 380 

Met Met Pro Lys Ser Phe Lys Phe Leu Pro Gin Leu Pro Gly His Thr 
385 390 395 400 

Lys Arg Arg lie Arg Pro Ser Ala Val Tyr Val Cys Gly Glu His Arg 
405 410 415 
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Thr Val Val 



<210> 19 

<211> 3689 

<212> DNA 

<213> Homo sapiens 

<400> 19 

ggaagactac acattttagg tatgtgatta gaaaacatac ttgtcagaat tgtctggctg 60 
gattaatttg ctaatttgac cttcttcatc atttgatgtg atgccagata ctaatagcac 120 
aatcaattta tcactaagca ctcgtgttac tttagcattt tttatgtcct tagtagcttt 180 
tgctataatg ctaggaaatg ctttggtcat tttagctttt gtggtggaca aaaaccttag 240 
acatcgaagt agttattttt ttcttaactt ggccatctct gacttctttg tgggtgtgat 300 
ctccattcct ttgtacatcc ctcacacgct gttcgaatgg gattttggaa aggaaatctg 360 
tgtattttgg ctcactactg actatctgtt atgtacagca tctgtatata acattgtcct 420 
catcagctat gatcgatacc tgtcagtctc aaatgctgtg tcttatagaa ctcaacatac 480 
tggggtcttg aagattgtta ctctgatggt ggccgtttgg gtgctggcct tcttagtgaa 540 
tgggccaatg attctagttt cagagtcttg gaaggatgaa ggtagtgaat gtgaacctgg 600 
atttttttcg gaatggtaca tccttgccat cacatcattc ttggaattcg tgatcccagt 660 
catcttagtc gcttatttca acatgaatat ttattggagc ctgtggaagc gtgatcatct 720 
cagtaggtgc caaagccatc ctggactgac tgctgtctct tccaacatct gtggacactc 780 
attcagaggt agactatctt caaggagatc tctttctgca tcgacagaag ttcctgcatc 840 
ctttcattca gagagacaga ggagaaagag tagtctcatg ttttcctcaa gaaccaagat 900 
gaatagcaat acaattgctt ccaaaatggg ttccttctcc caatcagatt ctgtagctct 960 
tcaccaaagg gaacatgttg aactgcttag agccaggaga ttagccaagt cactggccat 1020 
tctcttaggg gtttttgctg tttgctgggc tccatattct ctgttcacaa ttgtcctttc 1080 
attttattcc tcagcaacag gtcctaaatc agtttggtat agaattgcat tttggcttca 1140 
gtggttcaat tcctttgtca atcctctttt gtatccattg tgtcacaagc gctttcaaaa 1200 
ggctttcttg aaaatatttt gtataaaaaa gcaacctcta ccatcacaac acagtcggtc 1260 
agtatcttct taaagacaat tttctcacct ctgtaaattt tagtctcaat ctcacctaaa 1320 
tgaatcaggt ctgcccttta tcttgccctt ttcattctac caacagatct gcactttgaa 1380 
gtcaatggta aattactcca gtgaataata gcagtataat atgacttgat aatatttttg 1440 
taaacttgta gtcataatag tactatattc ttcttagtcc tcacctcttc cttgtctttt 1500 
agatcttaat ttcatgctga ttacaaaaat ccagttttgt tttctttcta tgttccatgc 1560 
ataatacagt cttaagtgaa tttctctttt ttaattttat cgtaatagaa acttatccag 1620 
tttgaaaatc attccctaaa gcatgcaata ggaaaaagaa cctcctggct gggactgccc 1680 
aactctgttc tgatcagtgg gtgggtgagg tagggtttga gttggcaaga gcagggaacg 1740 
ggcatgtgcc caggtgagct cctgtgtgtg tccagatttt atattcctaa tcccagtaag 1800 
gaagaaagcg tagtgtggga gaggagagag - ctgatgactg cagttctcaa aggtcctcag 1860 
tgaagttatt ttggaggccc tggtggtcac aggatcagaa ggcaagggat aggcagtggt 1920 
caccaatggt tgaaagtatg gcttgtccca tttcttcctg ttctcttttt ctagcttcca 1980 
catcagcttc cttttttgag aacatataga agaagaaggc taagagatgg tgaagagact 2040 
gcatgattaa actagataga cctggtatac agtcactgaa ctagtagatg tcaataatta 2100 
ttatttttaa aaatttttat ttgttggccg ggcatggtgg ctcacgcctg aaatcccagc 2160 
actttgggag gccaaggtgg gcggatcatg aggtcaggag atcgagacca tcctggccaa 2220 
catggtgaaa ccccatctgt actaaaatac aaacaagtag ctggttgtgg cgccgcatgc 2280 
ctgtagtccc agctactcgg gaggctgagg caggggaatt gcttgaaccc gggaggcgga 234 0 
gttttgccag cctggcaaca gagcaagact ctgtctaaaa agaaaaaaaa atttttttgt 2400 
ttgagacagc atcttgctct gtctcccagg ctggagcgta gtaatgcaat catagctcac 24 60 
tgcagcctgg aactccttgg ctcaagcaat cctgctgcct tggcctccca agtatgtggg 2520 
actacaggta ctcgccacca cacctggata attaaaaaat tatttctgta gagatgaagt 2580 
ctcactgtgt tgcccagcct gggtgtcaat aattattttt taaaaaaaat ttttaaaaag 2640 
gttttttgag acagattctt gctctgtcac ccaggctgga gtgcagtagc atgatcaggg 2700 
atcactgcaa cctctgcctc ctgggttcaa gcgattcttg tgcctaagcc acctgagcag 2760 
ctgggattgc aggtgcatgc caccatgcct ggctaatttt ggtattttta gtagagatga 2820 
ggttttgcca ttttggtcag gctggaattt tttttttttt taattttgat aagacagggt 2880 
attgccgtgt tggccagact ggtctcaaac tcctgggctg aaacaatcct cccgccttgg 2940 
cctcccaaag tgctgggatt ataggcacaa gacaccacaa taattattgc ctgtatgtca 3000 
attattattt taaaatattg ttgtatttac ttaatgtctt taatgcattt gcccaatatt 3060 
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ttacattgtt actgctcaga 
ctgacgattc acattttatt 
agatgggggt cttgctctgt 

cagccctgac tgcctaggct 
cgcaggcact tgccaccacg 
gttctctgcc tgtctttgtc 
gtaagatttt attggtgttt 
catgtttctt agaaacttta 
acatgagtgc ttagaaatgt 
aatatgagaa atacatgttt 
tcataaatgc aaaaaaaaaa 

<210> 20 
<211> 390 
<212> PRT 

<213> Homo sapiens 



<400> 20 



jyie L 


Pro 


Asp 


Thr 


Asn 


Ser 


Thr 


He 


Asn 


Leu 


Ser 


Leu 


Ser 


Thr 


Arg 


Val 


1 








D 










10 










15 




rp v> 

1 nr 


Leu 


Ala 


Phe 


Phe 


Met 


Ser 


Leu 


Val 


Ala 


Phe 


Ala 


He 


Met 


Leu 


Gly 








20 










25 










30 




Asn 


Ala 


Leu 


Val 


He 


Leu 


Ala 


Phe 


Val 


Val 


Asp 


Lys 


Asn 


Leu 


Arg 


His 






Jo 










40 










45 








Airg 


Ser 


Ser 


Tyr 


Phe 


Phe 


Leu 


Asn 


Leu 


Ala 


He 


Ser 


Asp 


Phe 


Phe 


Val 




D u 










OO 










60 










\a± y 


V ax 


lie 


C y-. 1^ 

ber 


lie 


Pro 


Leu 


Tyr 


He 


Pro 


His 


Thr 


Leu 


Phe 


Glu 


Trp 


(Pi 

bo 










f U 










75 










80 


Asp 


D V-i /-N 

rrne 




Lys 


CjtlU 


lie 


Cys 


Vax 


Phe 


Trp 


Leu 


Thr 


Thr 


Asp 


Tyr 


Leu 










o o 










90 










95 




Leu 


Cys 


1 nr 


A±a 


Ser 


Val 


Tyr 


Asn 


He 


Val 


Leu 


He 


Ser 


Tyr 


Asp 


Arg 








1 nn 
X u u 










X u o 










X X U 






Tyr 


Leu 


Ser 


vaL 


Ser 


TV _ 

Asn 


AX a 


vax 


Ser 


Tyr 


Arg 


Thr 


Gin 


His 


Thr 


Gly 






1 1 R 

± X o 










ion 
Xzi u 










IOC 

Xzo 








V a J. 


Leu 


Lys 


1 ±e 


va J. 


1 nr 


Leu 


Met 


vax 


AX a 


vax 


Trp 


VaX 


Leu 


Ala 


Phe 




J. ^ 










X OO 










1 /I r» 
X 4 U 










Xjeu 


V dJ. 


iAsn 


vj_Ly 


Pro 


jxie u 


X xe 


Leu 


vax 


Ser 


LiXU 


Ser 


Trp 


Lys 


Asp 


GXu 


14 5 










150 










-L J J 










X D u 


Gly 


Ser 


Glu 


Cys 


Glu 


Pro 


Gly 


Phe 


Phe 


Ser 


Glu 


Trp 


Tyr 


He 


Leu 


Ala 










165 










170 










175 




He 


Thr 


Ser 


Phe 


Leu 


Glu 


Phe 


Val 


■He 


Pro 


Val 


He 


Leu 


Val 


Ala 


Tyr 








180 










185 










190 




Phe 


Asn 


Met 


Asn 


He 


Tyr 


Trp 


Ser 


Leu 


Trp 


Lys 


Arg 


Asp 


His 


Leu 


Ser 






195 










200 










205 








Arg 


Cys 


Gin 


Ser 


His 


Pro 


Gly 


Leu 


Thr 


Ala 


Val 


Ser 


Ser 


Asn 


He 


Cys 




210 










215 










220 








Gly 


His 


Ser 


Phe 


Arg 


Gly 


Arg 


Leu 


Ser 


Ser 


Arg 


Arg 


Ser 


Leu 


Ser 


Ala 


225 










230 










235 










240 


Ser 


Thr 


Glu 


Val 


Pro 


Ala 


Ser 


Phe 


His 


Ser 


Glu 


Arg 


Gin 


Arg 


Arg 


Lys 










245 










250 










255 




Ser 


Ser 


Leu 


Met 


Phe 


Ser 


Ser 


Arg 


Thr 


Lys 


Met 


Asn 


Ser 


Asn 


Thr 


He 








260 










265 










270 






Ala 


Ser 


Lys 


Met 


Gly 


Ser 


Phe 


Ser 


Gin 


Ser 


Asp 


Ser 


Val 


Ala 


Leu 


His 






275 










280 










285 








Gin 


Arg 


Glu 


His 


Val 


Glu 


Leu 


Leu 


Arg 


Ala 


Arg 


Arg 


Leu 


Ala 


Lys 


Ser 




290 










295 










300 










Leu 


Ala 


He 


Leu 


Leu 


Gly 


Val 


Phe 


Ala 


Val 


Cys 


Trp 


Ala 


Pro 


Tyr 


Ser 


305 










310 










315 










320 


Leu 


Phe 


Thr 


He 


Val 


Leu 


Ser 


Phe 


Tyr 


Ser 


Ser 


Ala 


Thr 


Gly 


Pro 


Lys 










325 










330 










335 




Ser 


Val 


Trp 


Tyr 


Arg 


He 


Ala 


Phe 


Trp 


Leu 


Gin 


Trp 


Phe 


Asn 


Ser 


Phe 



ggtattcctt 
agtttggtta 
tgcccacgca 
ccagcaatct 
ccccactaaa 
acaaaatttc 
cttttataac 
aacctttaac 
acataatgtt 
aacattcaat 
aaaaaaaaa 



tattatgtgg 
tgttttgtcc 
ggagtgcagt 
tcttacgtca 
aattttttaa 
atttttctca 
tttgcagttc 
ttcaaacatt 
tatatacact 
aataatttta 



ttagcatagg 
ttttaaaaca 
ggcatgctct 
gcctccagag 
attgttgcct 
tagttaattt 
ttacaccgtt 
aaaatacaag 
tatgccttac 
aaaatttgag 



ttatactttg 
ttttcttttg 
cagctcactg 
tagctgggac 
ttcttgaagt 
catctctccg 
tggtgatttt 
tcttttaagt 
attaaagtcc 
aaataaactc 



3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3689 
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340 

Val Asn Pro Leu Leu Tyr Pro Leu 
355 360 
Phe Leu Lys lie Phe Cys lie Lys 

370 375 
Ser Arg Ser Val Ser Ser 
385 390 



345 350 
Cys His Lys Arg Phe Gin Lys Ala 
365 

Lys Gin Pro Leu Pro Ser Gin His 
380 



<210> 21 

<211> 921 

<212> DNA 

<213> Homo sapiens 



<400> 21 

atgtattcat 

atttccattt 

gccatcactg 

gagaactgct 

cttagcataa 

tgttacccat 

ctatgttggt 

gatggaatag 

aacaagctat 

gtggggattt 

ttgcgagaaa 

atagtgatag 

ccctttttga 

tttaactcca 

ctgaagtaca 

atgcaaaaag 



ttatggcagg 
cctacttcaa 
atttcctcct 
ggtattttgg 
catccatttt 
tactttattc 
cggtccctgg 
agggctatga 
gggggaccac 
acggcaaaat 
atcaaaataa 
gagttttctt 
acttctctac 
catgtaatcc 
ttttgctagg 
aaagtgagta 



atccatattc 
gcagcttcac 
gggattcacc 
gcttacattt 
tcatctttgc 
caccaaaata 
agcatttgcc 
catcttggtt 
cttgtttatg 
ttttgcagta 
tcaagtgaag 
attatgttgg 
tcctgtagtt 
gttaatatat 
taaaattttc 

g 



atcacaatat 
acaccaacca 
atcatgccat 
tgcaagattt 
tcagtggcca 
actattccag 
ttcggggcgg 
gcttgttcca 
gcaggtttct 
tccagaaaac 
aaagacaaaa 
tttccttgtt 
ttgtttgatg 
ggtttcttct 
agctcatgtt 



ttggcaatct 
acttcctcat 
atagtatgat 
attatagttt 
ttgatagatt 
tcattaaaag 
tcttctcaga 
gttcctgccc 
tcactcctgg 
atgctcatgc 
aagctgccaa 
tctt cacaat 
ccttgacatg 
atccctggtt 
tccataatac 



tgccatgata 
cctctccatg 
cagatcggtg 
tgacctgatg 
ttatgctata 
attgctactt 
ggcctatgca 
agtgatgttc 
gtctatgatg 
catcaataac 
aactttagga 
tttattggat 
gtttggctat 
tcgcagagca 
tattttgtgt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

921 



<210> 22 
<211> 306 
<212> PRT 

<213> Homo sapiens 



<400> 22 



Met 


Tyr 


Ser 


Phe 


Met 


Ala 


Gly 


Ser 


He 


Phe 


He 


Thr 


He 


Phe 


Gly 


Asn 


1 








5 










10 










15 




Leu 


Ala 


Met 


He 


He 


Ser 


He 


Ser 


Tyr 


Phe 


Lys 


Gin 


Leu 


His 


Thr 


Pro 








20 










25 










30 






Thr 


Asn 


Phe 


Leu 


He 


Leu 


Ser 


Met 


Ala 


He 


Thr 


Asp 


Phe 


Leu 


Leu 


Gly 






35 










40 










45 








Phe 


Thr 


He 


Met 


Pro 


Tyr 


Ser 


Met 


He 


Arg 


Ser 


Val 


Glu 


Asn 


Cys 


Trp 




50 










55 










60 










Tyr 


Phe 


Gly 


Leu 


Thr 


Phe 


Cys 


Lys 


He 


Tyr 


Tyr 


Ser 


Phe 


Asp 


Leu 


Met 


65 










70 










75 










80 


Leu 


Ser 


He 


Thr 


Ser 


He 


Phe 


His 


Leu 


Cys 


Ser 


Val 


Ala 


He 


Asp 


Arg 










85 










90 










95 




Phe 


Tyr 


Ala 


He 


Cys 


Tyr 


Pro 


Leu 


Leu 


Tyr 


Ser 


Thr 


Lys 


He 


Thr 


He 








100 










105 










110 






Pro 


Val 


He 


Lys 


Arg 


Leu 


Leu 


Leu 


Leu 


Cys 


Trp 


Ser 


Val 


Pro 


Gly 


Ala 






115 










120 










125 








Phe 


Ala 


Phe 


Gly 


Ala 


Val 


Phe 


Ser 


Glu 


Ala 


Tyr 


Ala 


Asp 


Gly 


He 


Glu 




130 










135 










140 










Gly 


Tyr 


Asp 


He 


Leu 


Val 


Ala 


Cys 


Ser 


Ser 


Ser 


Cys 


Pro 


Val 


Met 


Phe 


145 










150 










155 










160 


Asn 


Lys 


Leu 


Trp 


Gly 


Thr 


Thr 


Leu 


Phe 


Met 


Ala 


Gly 


Phe 


Phe 


Thr 


Pro 










165 










170 










175 




Gly 


Ser 


Met 


Met 


Val 


Gly 


He 


Tyr 


Gly 


Lys 


He 


Phe 


Ala 


Val 


Ser 


Arg 
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ion 
J. o u 










1 ftR 










190 






Lys 


n J. S 


ma 
/\xa 


nxs 


Jt\XcL 


± xe 


Asn 




Leu 


a r~rT 


Glu 


Asn 


Gin 


Asn 


Asn 


Gin 




195 










200 










205 








val 


Lys 
210 


Lys 


Asp 


Lys 


Lys 


215 


an a 


Lys 


Thr* 


JLiC? LI 


Gly 
220 


He 


Val 


He 


Glv 


vax 


Jriie 


Leu 


Leu 




i rp 




tri. \J 




IT i 


Phe 


Thr 


He 


Leu 


Leu 


Asp 


225 










230 










235 










240 


Pro 


trie 


Leu 


Asn 


irne 
245 


Ser 


i nz. 


Pro 


V d J. 


V d X 

250 


Leu 


Phe 


Asp 


Ala 


Leu 

255 


Thr 


Trp 


Phe 


Gly 


Tyr 

260 


Phe 


Asn 


Ser 


Thr 


Cys 
265 


Asn 


Pro 


Leu 


He 


Tyr 
270 


Gly 


Phe 


Phe 


Tyr 


Pro 
275 


Trp 


Phe 


Arg 


Arg 


Ala 
280 


Leu 


Lys 


Tyr 


He 


Leu 
285 


Leu 


Gly 


Lys 


lie 


Phe 


Ser 


Ser 


Cys 


Phe 


His 


Asn 


Thr 


He 


Leu 


Cys 


Met 


Gin 


Lys 


Glu 



290 295 300 

Ser Glu 
305 



<210> 23 

<211> 1849 

<212> DNA 

<213> Homo sapiens 

<400> 23 

acttagaggc gcctggtcgg gaagggcctg 
acccagctgt ggactgtgcc gggggcgggg 
tggcgggggc tgtatcatgg accacctcgg 
ttgtctcctg ctcgctgggg ccgcctgggc 
cgagagcaaa gcggccttgc tggcggcccg 
gcggttggag gacttggtgt gtttctggga 
caactacagc ttctcctacc agctcgagga 
ggctcccacg gctcgtggtg cggtgcgctt 
gagcttcgtg cccctagagt tgcgcgtcac 
tgtcatccac atcaatgaag tagtgctcct 
ggctgacgag agcggccacg tagtgttgcg 
gtctcacatc cgctacgagg tggacgtctc 
ggtggagatc ctggagggcc gcaccgagtg 
ctacaccttc gccgtccgcg cgcgtatggc 
ctggtcggag cctgtgtcgc tgctgacgcc 
ctccctcatc ctcgtggtca tcctggtgct 
ccgggctctg aagcagaaga tctggcctgg 
cctcttcacc acccacaagg gtaacttcca 
gtggtggagc ccctgcaccc ccttcacgga 
agagcgctgc tgggggacga tgcaggcagt 
gctggagcca gtgggcagtg agcatgccca 
gctgccccgg aacccgccca gtgaggacct 
ggccatggat gaaggctcag aagcatcctc 
cccagaggga gcctctgctg ccagctttga 
cttgcgtcca tggacactgt gccctgagct 
gtaccttgtg gtatctgact ctggcatctc 
agcccaaggg ggcttatccg atggccccta 
agccgctgag cctctgcccc ccagctatgt 
gatcagggat ccaatatgac tcagagaacc 
tggcgaggcc tctctcagga gcaggggcat 
tcaggaaacc acaaccttgc agtattttta 

<210> 24 
<211> 508 
<212> PRT 

<213> Homo sapiens 



gtcagctgcg tccggcggag gcagctgctg 60 
gacggagggg caggagccct gggctccccg 120 
ggcgtccctc tggccccagg tcggctccct 180 
gcccccgcct aacctcccgg accccaagtt 24 0 
ggggcccgaa gagcttctgt gcttcaccga 300 
ggaagcggcg agcgctgggg tgggcccggg 360 
tgagccatgg aagctgtgtc gcctgcacca 420 
ctggtgttcg ctgcctacag ccgacacgtc 480 
agcagcctcc ggcgctccgc gatatcaccg 54 0 
agacgccccc gtggggctgg tggcgcggtt 600 
ctggctcccg ccgcctgaga cacccatgac 660 
ggccggcaac ggcgcaggga gcgtacagag 720 
tgtgctgagc aacctgcggg gccggacgcg 780 
tgagccgagc ttcggcggct tctggagcgc 840 
tagcgacctg gaccccctca tcctgacgct 900 
gctgaccgtg ctcgcgctgc tct-cccaccg 960 
catcccgagc ccagagagcg agtttgaagg 1020 
gctgtggctg taccagaatg atggctgcct 1080 
ggacccacct gcttccctgg aagtcctctc 1140 
ggagccgggg acagatgatg agggccccct 1200 
ggatacctat ctggtgctgg acaaatggtt 1260 
cccagggcct ggtggcagtg tggacatagt 1320 
ctgctcatct gctttggcct cgaagcccag 1380 
gtacactatc ctggacccca gctcccagct 14 40 
gccccctacc ccaccccacc taaagtacct 1500 
aactgactac agctcagggg actcccaggg 1560 
ctccaaccct tatgagaaca gccttatccc 1620 
ggcttgctct taggacacca ggctgcagat 1680 
agtgcagact caagacttat ggaacaggga 1740 
tgctgatttt gtctgcccaa tccatcctgc 1800 
aatatgtata gtttttttg 1849 
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<400> 24 
Met Asp His Leu 
1 

Leu Leu Leu Ala 
20 

Pro Lys Phe Glu 
35 

Glu Leu Leu Cys 
50 

Glu Glu Ala Ala 
65 

Tyr Gin Leu Glu 

Pro Thr Ala Arg 
100 

Asp Thr Ser Ser 
115 

Gly Ala Pro Arg 
130 

Leu Asp Ala Pro 
145 

His Val Val Leu 

His lie Arg Tyr 
180 

Val Gin Arg Val 
195 

Asn Leu Arg Gly 
210 

Ala Glu Pro Ser 
225 

Ser Leu Leu Thr 

Leu lie Leu Val 
260 

Ser His Arg Arg 
275 

Pro Glu Ser Glu 
290- 

Gin Leu Trp Leu 
305 

Thr Pro Phe Thr 

Arg Cys Trp Gly 
340 

Gly Pro Leu Leu 
355 

Leu Val Leu Asp 
370 

Leu Pro Gly Pro 
385 

Ser Glu Ala Ser 

Glu Gly Ala Ser 
420 

Ser Gin Leu Leu 
435 

Pro Pro His Leu 
450 

Ser Thr Asp Tyr 



Gly Ala Ser Leu 

5 

Gly Ala Ala Trp 

Ser Lys Ala Ala 
40 

Phe Thr Glu Arg 
55 

Ser Ala Gly Val 
70 

Asp Glu Pro Trp 

85 

Gly Ala Val Arg 

Phe Val Pro Leu 
120 

Tyr His Arg Val 
135 

Val Gly Leu Val 

150 

Arg Trp Leu Pro 

165 

Glu Val Asp Val 

Glu lie Leu Glu 
200 

Arg Thr Arg Tyr 
215 

Phe Gly Gly Phe 
230 

Pro Ser Asp Leu 

245 

Val He Leu Val 

Ala Leu Lys Gin 
280 

Phe Glu Gly Leu 
295 

Tyr Gin Asn Asp 
310 

Glu Asp Pro Pro 
325 

Thr Met Gin Ala 

Glu Pro Val Gly 
360 

Lys Trp Leu Leu 
375 

Gly Gly Ser Val 
390 

Ser Cys Ser Ser 
405 

Ala Ala Ser Phe 

Arg Pro Trp Thr 
440 

Lys Tyr Leu Tyr 
455 

Ser Ser Gly Asp 



Trp Pro Gin Val 

10 

Ala Pro Pro Pro 
25 

Leu Leu Ala Ala 

Leu Glu Asp Leu 
60 

Gly Pro Gly Asn 
75 

Lys Leu Cys Arg 
90 

Phe Trp Cys Ser 
105 

Glu Leu Arg Val 

He His He Asn 

140 

Ala Arg Leu Ala 
155 

Pro Pro Glu Thr 

170 

Ser Ala Gly Asn 
185 

Gly Arg Thr Glu 

Thr Phe Ala Val 
220 

Trp Ser Ala Trp 
235 

Asp Pro Leu lie 

250 

Leu Leu Thr Val 
265 

Lys He Trp Pro 

Phe Thr Thr His 
300 

Gly Cys Leu Trp 
315 

Ala Ser Leu Glu 
330 

Val Glu Pro Gly 

345 

Ser Glu His Ala 

Pro Arg Asn Pro 
380 

Asp He Val Ala 
395 

Ala Leu Ala Ser 
410 

Glu Tyr Thr He 

425 

Leu Cys Pro Glu 

Leu Val Val Ser 
460 

Ser Gin Gly Ala 



Gly Ser Leu Cys 

15 

Asn Leu Pro Asp 

30 

Arg Gly Pro Glu 
45 

Val Cys Phe Trp 

Tyr Ser Phe Ser 
80 

Leu His Gin Ala 

95 

Leu Pro Thr Ala 
110 

Thr Ala Ala Ser 
125 

Glu Val Val Leu 

Asp Glu Ser Gly 
160 

Pro Met Thr Ser 

175 

Gly Ala Gly Ser 
190 

Cys Val Leu Ser 
205 

Arg Ala Arg Met 

Ser Glu Pro Val 
240 

Leu Thr Leu Ser 
255 

Leu Ala Leu Leu 

270 

Gly He Pro Ser 
285 

Lys Gly Asn Phe 

Trp Ser Pro Cys 
320 

Val Leu Ser Glu 

335 

Thr Asp Asp Glu 

350 

Gin Asp Thr Tyr 
365 

Pro Ser Glu Asp 

Met Asp Glu Gly 

400 

Lys Pro Ser Pro 
415 

Leu Asp Pro Ser 

430 

Leu Pro Pro Thr 
445 

Asp Ser Gly He 
Gin Gly Gly Leu 



Page 22 



465 470 475 480 

Ser Asp Gly Pro Tyr Ser Asn Pro Tyr Glu Asn Ser Leu lie Pro Ala 

485 490 495 

Ala Glu Pro Leu Pro Pro Ser Tyr Val Ala Cys Ser 
500 505 



<210> 25 

<211> 2306 

<212> DNA 

<213> Homo sapiens 

<400> 25 

gagcttgaga attgctcctg ccctgggaag aggctcagca cagaaagagg aaggacagca 60 
cagctgacag ccgtgctcag agagtttctg gatcctaggc ttatctccac agaggagaac 120 
acacaagcag cagagaccat gggaaccctc tcagcccctc cctgcacaca gcgcatcaaa 180 
tggaaggggc tcctgctcac agcatcactt ttaaacttct ggaacctgcc caccactgcc 24 0 
caagtcacga ttgaagccga gccaaccaaa gtttccgagg ggaaggatgt tcttctactt 300 
gtccacaatt tgccccagaa tcttaccggc tacatctggt acaaagggca aatgagggac 360 
ctctaccatt acattacatc atatgtagta gacggtgaaa taattatata tgggcctgca 420 
tatagtggac gagaaacagc atattccaat gcatccctgc tgatccagaa tgtcacccgg 480 
gaggacgcag gatcctacac cttacacatc ataaagggag atgatgggac tagaggagta 54 0 
actggacgtt tcaccttcac cttacacctg gagactccta agccctccat ctccagcagc 600 
aacttaaatc ccagggagac catggaggct gtgagcttaa cctgtgaccc tgagactcca 660 
gacgcaagct acctgtggtg gatgaatggt cagagcctcc ctatgactca cagcttgaag 720 
ctgtccgaaa ccaacaggac cctctttcta ttgggtgtca caaagtatac tgcaggaccc 780 
tatgaatgtg aaatacggaa cccagtgagt gccagccgca gtgacccagt caccctgaat 84 0 
ctcctcccga agctgcccaa gccctacatc accatcaaca acttaaaccc cagggagaat 900 
aaggatgtct taaacttcac ctgtgaacct aagagtgaga actacaccta catttggtgg 960 
ctaaatggtc agagcctccc ggtcagtccc agggtaaagc gacccattga aaacaggatc 1020 
ctcattctac ccagtgtcac gagaaatgaa acaggaccct atcaatgtga aatacgggac 1080 
cgatatggtg gcatccgcag tgacccagtc accctgaatg tcctctatgg tccagacctc 1140 
cccagaattt acccttcatt cacctattac cgttcaggag aagtcctcta cttgtcctgt 1200 
tctgcggact ctaacccacc ggcacagtat tcttggacaa ttaatgaaaa gtttcagcta 1260 
ccaggacaaa agctctttat ccgccatatt actacaaagc atagcgggct ctatgtttgc 1320 
tctgttcgta actcagccac tggcaaggaa agctccaaat ccatgacagt cgaagtctct 1380 
ggtaagtgga tcccagcatc gttggcaata gggttttagg tggagtctat ctggcattca 1440 
gagaagagtc aggaaaacaa ttgtattccc agcctgtgtc ccatgggcac aagcaaatcc 1500 
caaattctcc tcctgaaccc tccaaatttg tctaagaact tcgaaaactt taacaaacag 1560 
gctgatatct tcataatatt cccagcctag accaagcagg aagaacattg atttcattga 1620 
aataattgat aataatgaag ataatgtttt tatgattttt atttgaaaat ttgctgattc 1680 
tttaaatggt ttgttttcta cattgatgga atttttctct tttaatctat ctacagctta 1740 
tagcagttca ataaactata cttctgggaa ccgtaattga aacatttact tttgctttct 1800 
acctgactgc cccagaattg ggcaactatt catgagaatt gatatgttta tggtaataca 18 60 
catatttgca caagtacagt aacaatctgc tttctttgta acatgacaca tttgaaatca 1920 
ttggttatat taccaatgct ttgattcgga tgttatatta aaaacataga tagaatgaac 1980 
caatatgaac tgcaggcaaa gtctgaagtc agccttggtt tggcttccta ttctcaagag 2040 
gtttgtgaag atttaatctc agattcctta taaaaactta gagaaaagaa aattttagaa 2100 
gacagcctac atggtccatt gctactcttg ctgcacttat gtaaacaatc agaccacatt 2160 
tgaagaaact ccacctattt tgcaaacaaa cttattctac tgaaattatc attggtaaaa 2220 
gtagagatgc ccatagaggg aaaaattatg tggaaaataa aaactgtagt atacctaaaa 2280 
aaaaaaaaaa aaaaaaaaaa aaaaaa 2306 

<210> 26 
<211> 426 

<212> PRT 

<213> Homo sapiens 
<400> 26 

Met Gly Thr Leu Ser Ala Pro Pro Cys Thr Gin Arg lie Lys Trp Lys 
15 10 15 
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Gly Leu Leu Leu 
20 

Thr Ala Gin Val 

35 

Lys Asp Val Leu 
50 

Tyr lie Trp Tyr 
65 

Ser Tyr Val Val 

Gly Arg Glu Thr 
100 

Thr Arg Glu Asp 

115 

Asp Gly Thr Arg 
130 

Glu Thr Pro Lys 
145 

Thr Met Glu Ala 

Ser Tyr Leu Trp 
180 

Leu Lys Leu Ser 
195 

Lys Tyr Thr Ala 
210 

Ala Ser Arg Ser 
225 

Lys Pro Tyr lie 

Val Leu Asn Phe 
260 

Trp Trp Leu Asn 
275 

Pro lie Glu Asn 
290 

Thr Gly Pro Tyr 

305 

Ser Asp Pro Val 

lie Tyr Pro Ser 
340 

Ser Cys Ser Ala 
355 

Asn Glu Lys Phe 
370 

Thr Thr Lys His 

385 

Thr Gly Lys Glu 

Trp lie Pro Ala 
420 



Thr Ala Ser Leu 

Thr lie Glu Ala 

40 

Leu Leu Val His 
55 

Lys Gly Gin Met 
70 

Asp Gly Glu lie 
85 

Ala Tyr Ser Asn 

Ala Gly Ser Tyr 

120 

Gly Val Thr Gly 
135 

Pro Ser lie Ser 
150 

Val Ser Leu Thr 
165 

Trp Met Asn Gly 

Glu Thr Asn Arg 
200 

Gly Pro Tyr Glu 
215 

Asp Pro Val Thr 
230 

Thr lie Asn Asn 
245 

Thr Cys Glu Pro 

Gly Gin Ser Leu 
280 

Arg lie Leu lie 
295 

Gin Cys Glu lie 

310 

Thr Leu Asn Val 
325 

Phe Thr Tyr Tyr 

Asp Ser Asn Pro 
360 

Gin Leu Pro Gly 
375 

Ser Gly Leu Tyr 

390 

Ser Ser Lys Ser 
405 

Ser Leu Ala lie 



Leu Asn Phe Trp 
25 

Glu Pro Thr Lys 

Asn Leu Pro Gin 
60 

Arg Asp Leu Tyr 
75 

lie lie Tyr Gly 
90 

Ala Ser Leu Leu 
105 

Thr Leu His lie 

Arg Phe Thr Phe 

140 

Ser Ser Asn Leu 
155 

Cys Asp Pro Glu 
170 

Gin Ser Leu Pro 
185 

Thr Leu Phe Leu 

Cys Glu lie Arg 

220 

Leu Asn Leu Leu 
235 

Leu Asn Pro Arg 
250 

Lys Ser Glu Asn 
265 

Pro Val Ser Pro 

Leu Pro Ser Val 

300 

Arg Asp Arg Tyr 
315 

Leu Tyr Gly Pro 
330 

Arg Ser Gly Glu 
345 

Pro Ala Gin Tyr 

Gin Lys Leu Phe 
380 

Val Cys Ser Val 

395 

Met Thr Val Glu 

410 
Gly Phe 
425 



Asn Leu Pro Thr 
30 

Val Ser Glu Gly 
45 

Asn Leu Thr Gly 

His Tyr lie Thr 
80 

Pro Ala Tyr Ser 
95 

lie Gin Asn Val 
110 

lie Lys Gly Asp 
125 

Thr Leu His Leu 

Asn Pro Arg Glu 
160 

Thr Pro Asp Ala 
175 

Met Thr His Ser 
190 

Leu Gly Val Thr 
205 

Asn Pro Val Ser 

Pro Lys Leu Pro 
240 

Glu Asn Lys Asp 
255 

Tyr Thr Tyr lie 
270 

Arg Val Lys Arg 
285 

Thr Arg Asn Glu 

Gly Gly lie Arg 

320 

Asp Leu Pro Arg 
335 

Val Leu Tyr Leu 
350 

Ser Trp Thr lie 
365 

lie Arg His lie 

Arg Asn Ser Ala 

400 

Val Ser Gly Lys 
415 



<210> 27 

<211> 1856 

<212> DNA 

<213> Homo sapiens 

<400> 27 

gcacagctga gagccatgct caggaagttt ctggatccta ggctcagctc cacagaggag 
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aacacgcagg 
acctggaagg 
gcccaagtca 
cttgtccaca 
gacctctacc 
gcatacagtg 
cgggaggacg 
gaaactggac 
agcaacttat 
ccggacgcaa 
cagttgtcca 
ccctatgaat 
aatctcctcc 
aataaggatg 
tggctaaatg 
atcctcattc 
gaccgatatg 
ctccccagaa 
tgcttcgcgg 
ctatcaggac 
tgctctgttc 
tctgctcctt 
catttctgta 
ccatcagcta 
aggactcttg 
caaaatttta 
tttattggac 
ttctttgaat 
atacttttgt 
gaaactattc 



cagcagagac 
ggctcctgct 
cgattgaagc 
atttgcccca 
attacattac 
gacgagaaac 
caggatccta 
atttcacctt 
accccaggga 
gctacctgtg 
aaaacaaaag 
gtgaaatacg 
cgaagctgcc 
tcttagcctt 
gtcagagcct 
tacccagtgt 
gtggcatccg 
tttacccttc 
actctaaccc 
aaaagctctt 
gtaactcagc 
caggaacagg 
tttcaggaag 
cagtccaaaa 
aatacaagtt 
atgaacaggc 
taaatagtca 
gttttattct 
aaacaaaaat 
aggagtattc 



catggggccc 
cacagcatca 
cgagccaacc 
gaatcttgct 
atcatacgta 
agtatattcc 
caccttacac 
caccttatac 
ggacatggag 
gtggatgaat 
gaccctcttt 
gaacccagtg 
caagccctac 
cacctgtgaa 
cccggtcagt 
cacgagaaat 
cagttaccca 
attcacctat 
accagcagaa 
tatcccccag 
cactggcatg 
acatcttcct 
actggcagac 
ttgctttttg 
cctgataact 
tgatacttca 
aaacaatgtt 
ccagatttat 
tgaaacattt 
atatgtttat 



ctctcagccc 
cttttaaact 
aaagtttcca 
ggctacatct 
gtagatggtc 
aatgcatccc 
atcgtaaagc 
ctggagactc 
gctgtgagct 
ggtcagagcc 
ctatttggtg 
agtgccagcc 
atcaccatca 
cctaagagtg 
cccagggtaa 
gaaacaggac 
gtcaccctga 
taccattcag 
tattcttgga 
attactacaa 
gaaagctcca 
ggccttaatc 
agttgctttc 
ttcaaggaga 
tcaagatcat 
tgaaattcaa 
ttcataattt 
gcactttttt 
gcttttgctc 
ggtaataaag 



ctccctgcac 
tctggaaccc 
aggggaagga 

ggtacaaagg 
aaataattat 
tgctgatcca 
gaggtgatgg 
ccaagccctc 
taacctgtga 
tccctatgac 
tcacaaagta 
gcagtgaccc 
acaacttaaa 
agaactacac 
agcgacccat 
cctatcaatg 
atgtcctcta 
gagaaaacct 
caattaatgg 
agcatagcgg 
aatccatgac 
cattatagca 
attcttcctc 
tttatgaaaa 
accactggac 
gacaaagaaa 
tctatttgaa 
tcttcagcaa 
cctaagtgcc 
ttatctgcac 



acagcgcatc 
gcctaccact 
cgttcttcta 

gcaaatgaag 
atatgggcct 
gaatgtcacc 
gactagagga 
catctccagc 
tcctgagact 
tcacagcttg 
cactgcagga 
agtcaccctg 
ccccagggag 
ctacatttgg 
tgaaaacagg 
tgaaatacag 
tggtccagac 
ctacttgtcc 
gaagtttcag 
gctctatgct 
agtcaaagtc 
gccgtgatgt 
aaagtattta 
gactctgaca 
taagaacttt 
aaaacccaat 
aatgtgctga 
ttggtaaagt 
ccagaattgg 
aagttc 



120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1856 



<210> 28 
<211> 428 
<212> PRT 

<213> Homo sapiens 



<400> 28 



Met 


Gly 


Pro 


Leu 


Ser 


Ala 


Pro 


Pro 


Cys 


Thr 


Gin 


Arg 


He 


Thr 


Trp 


Lys 


1 








5 










10 










15 




Gly 


Leu 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Leu 


Asn 


Phe 


Trp 


Asn 


Pro 


Pro 


Thr 






20 










25 










30 






Thr 


Ala 


Gin 


Val 


Thr 


He 


Glu 


Ala 


Glu 


Pro 


Thr 


Lys 


Val 


Ser 


Lys 


Gly 






35 










40 










45 








Lys 


Asp 


Val 


Leu 


Leu 


Leu 


Val 


His 


Asn 


Leu 


Pro 


Gin 


Asn 


Leu 


Ala 


Gly 




50 










55 










60 










Tyr 


He 


Trp 


Tyr 


Lys 


Gly 


Gin 


Met 


Lys 


Asp 


Leu 


Tyr 


His 


Tyr 


He 


Thr 


65 










70 










75 










80 


Ser 


Tyr 


Val 


Val 


Asp 


Gly 


Gin 


He 


He 


He 


Tyr 


Gly 


Pro 


Ala 


Tyr 


Ser 










85 










90 










95 




Gly 


Arg 


Glu 


Thr 


Val 


Tyr 


Ser 


Asn 


Ala 


Ser 


Leu 


Leu 


He 


Gin 


Asn 


Val 








100 










105 










110 






Thr 


Arg 


Glu 


Asp 


Ala 


Gly 


Ser 


Tyr 


Thr 


Leu 


His 


He 


Val 


Lys 


Arg 


Gly 






115 










120 










125 








Asp 


Gly 


Thr 


Arg 


Gly 


Glu 


Thr 


Gly 


His 


Phe 


Thr 


Phe 


Thr 


Leu 


Tyr 


Leu 




130 










135 










140 










Glu 


Thr 


Pro 


Lys 


Pro 


Ser 


He 


Ser 


Ser 


Ser 


Asn 


Leu 


Tyr 


Pro 


Arg 


Glu 


145 










150 










155 










160 


Asp 


Met 


Glu 


Ala 


Val 


Ser 


Leu 


Thr 


Cys 


Asp 


Pro 


Glu 


Thr 


Pro 


Asp 


Ala 










165 










170 










175 




Ser 


Tyr 


Leu 


Trp 


Trp 


Met 


Asn 


Gly 


Gin 


Ser 


Leu 


Pro 


Met 


Thr 


His 


Ser 



180 185 190 
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Leu 


o±n 


Leu 


Q C» T" 

OCX 


Lys 


noli 


Lys 


Ar g 


Thr 


Leu 


Phe 


Leu 


Phe 


Gly 


Val 


Thr 






195 










200 










205 








Lys 


Tyr 


rpl_ -»- 

i nr 




Ljx y 


ir I. u 


i yr 


O X u 


o 


Glu 


lie 


Arg 


Asn 


Pro 


Val 


Ser 


z ± u 










215 










220 












Ser 


Arg 


Q Q -K" 




IT J. <^ 


Val 


Thr 


Leu 


Asn 


Leu 


Leu 


Pro 


Lvs 


Leu 


Pro 


225 








230 










235 










240 


Lys 


Pro 


Tyr 




1 iiJ. 


X X 


Asn 


Asn 


Leu 


Asn 


Pro 


Ara 


Glu 


Asn 


Lvs 

J: 


Asp 






^ *x «J 










250 










255 




V 


Leu 


rlX d 




Thr 


Cys 


Glu 


Pro 


Lys 


Ser 


Glu 


Asn 


Tvr 


Thr 


Tyr 


He 








260 










265 










270 






Trp 


Trp 


Leu 




fil w 
ox_y 


wXll 


Ser 


Leu 


Pro 


Val 


Ser 


Pro 


Ara 


Val 


Lys 


Arg 


9 "7 R 










280 










285 








Pro 


± le 


VjfXU 


Asn 


Arg 


X xe 


Leu 


X X 


Xj t- u. 


Pro 


Ser 


Val 


Thr 


Arg 


Asn 


Glu 




290 










295 










300 










Thr 


(aiy 


Pro 


Tyr 


p 1 in 
oxri 




Glu 


lie 


Gin 


Asp 


Arg 


T vr 


Glv 


Glv 

vj J- jr 


lie 


Arg 








O X U 










315 










320 


Ser 


Tyr 


Pro 


V aX 


i nr 


Leu 


r^o 1 1 


Val 


Leu 


J. y X 


Gly 


Pro 


Asp 


Leu 


Pro 


Arg 








^ ^ 










330 










335 






Tyr 


Pro 


Ser 


irne 


1 IIX 


lyr 


1 yr 


His 


Ser 


Gly 


Glu 


Asn 


Leu 


Tvr 


Leu 
















345 










350 






Ser 


Cys 


irne 


/\± a. 


Asp 


Q a V* 

oex 








Ala 


Glu 


Tvr 

i yx 


Ser 


Tro 


Thr 


He 




'5 R R 
ODD 










■J vJ V-/ 










365 








Asn 


Qjiy 


Lys 


irne 


Vjxn 


Leu 


d o "y~ 


yjJL y 


Gin 


Lys 


Leu 


Phe 


lie 


Pro 


Gin 


He 




370 










375 










380 










Thr 


Thr 


Lys 


His 


Ser 


Gly 


Leu 


Tyr 


Ala 


Cys 


Ser 


Val 


Arg 


Asn 


Ser 


Ala 


385 








390 










395 










400 


Thr 


Gly 


Met 


Glu 


Ser 


Ser 


Lys 


Ser 


Met 


Thr 


Val 


Lys 


Val 


Ser 


Ala 


Pro 








405 










410 










415 




Ser 


Gly 


Thr 


Gly 


His 


Leu 


Pro 


Gly 


Leu 


Asn 


Pro 


Leu 











420 425 



<210> 29 

<211> 1409 

<212> DNA 

<213> Homo sapiens 

<400> 29 

gggcgggcct aggctcatct ccacagggga 
cctctcagcc cctccctgca ctcagcacat 
acttttaaac ttctggaacc tgcccaccac 
caaagtttcc gaggggaagg atgttcttct 
tggctacatc tggtacaaag ggcaaatgac 
agtacacggt caaattatat atgggcctgc 
tgcatccctg ctgatccaga atgtcacaca 
cataaagcga ggcgatggga ctggaggagt 
ggagactccc aagccctcca tctccagcag 
tgtgcgctta atctgtgatc ctgagactcc 
tcagaacctc cctatgactc acaggttgca 
atttggtgtc acaaagtata ttgcaggacc 
tgccagccgc agtgacccag tcaccctgaa 
caccatcaac aacttaaacc ccagggagaa 
taagagtcgg aactacacct acatttggtg 
gagggtaaag cgacccattg aaaacaggat 
aacaggaccc tatcaatgtg aaatacggga 
caccctgaat gtcctctatg gtccagacct 
ccgttcagga gaaaacctcg acttgtcctg 
ttcttggaca attaatggga agtttcagct 
tactacaaat catagcgggc tctatgcttg 
aatctccaaa tccatgatag tcaaagtctc 
tggtccaaac acctggtttc aagaaatcct 



gaacacacag acagcagaga ccatgggacc 60 
cacctggaag gggctcctgc tcacagcatc 120 
tgcccaagta ataattgaag ccaagccacc 180 
acttgtccac aatttgcccc agaatcttac 240 
ggacctctac cattacatta catcatatgt 300 
ctacagtgga cgagaaacag tatattccaa 360 
ggaggatgca ggatcctaca ccttacacat 420 
aactggatat ttcactgtca ccttatactc 4 80 
caacttaaac cccagggagg tcatggaggc 540 
ggatgcaagc tacctgtggt tgctgaatgg 600 
gctgtccaaa accaacagga ccctctatct 660 
ctatgaatgt gaaatacgga acccagtgag 720 
tctcctcccg aagctgccca tgccttacat 780 
gaaggatgtg ttagccttca cctgtgaacc 840 
gctaaatggt cagagcctcc cggtcagtcc 900 
actcattcta cccagtgtca cgagaaatga 960 
ccgatatggt ggcatccgca gtaacccagt 1020 
ccccagaatt tacccttcat tcacctatta 1080 
ctttgcggac tctaacccac cggcagagta 114 0 
atcaggacaa aagctcttta tcccccaaat 1200 
ctctgttcgt aactcagcca ctggcaagga 1260 
tgagacagca tctccccagg ttacctatgc 1320 
tctgctgtga cctcccaaag tgctaggatt 1380 
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aaaacatgac ccaccatgaa acccgccca 



1409 



<210> 30 
<211> 435 
<212> PRT 

<213> Homo sapiens 



<400> 30 
Met Gly Pro Leu 
1 

Gly Leu Leu Leu 
20 

Thr Ala Gin Val 

35 

Lys Asp Val Leu 
50 

Tyr lie Trp Tyr 
65 

Ser Tyr Val Val 

Arg Glu Thr Val 
100 

Gin Glu Asp Ala 

115 

Gly Thr Gly Gly 
130 

Thr Pro Lys Pro 
145 

Met Glu Ala Val 

Tyr Leu Trp Leu 
180 

Gin Leu Ser Lys 
195 

Tyr lie Ala Gly 

210 

Ser Arg Ser Asp 
225 

Pro Tyr lie Thr 

Leu Ala Phe Thr 
260 

Trp Leu Asn Gly 
275 

lie Glu Asn Arg 
290 

Gly Pro Tyr Gin 

305 

Asn Pro Val Thr 

Tyr Pro Ser Phe 
340 

Cys Phe Ala Asp 
355 

Gly Lys Phe Gin 
370 

Thr Asn His Ser 

385 

Gly Lys Glu lie 
Ser Pro Gin Val 



Ser Ala Pro Pro 
5 

Thr Ala Ser Leu 

He He Glu Ala 

40 

Leu Leu Val His 
55 

Lys Gly Gin Met 
70 

His Gly Gin He 
85 

Tyr Ser Asn Ala 

Gly Ser Tyr Thr 
120 

Val Thr Gly Tyr 
135 

Ser He Ser Ser 
150 

Arg Leu He Cys 
165 

Leu Asn Gly Gin 

Thr Asn Arg Thr 
200 

Pro Tyr Glu Cys 

215 

Pro Val Thr Leu 
230 

He Asn Asn Leu 
245 

Cys Glu Pro Lys 

Gin Ser Leu Pro 
280 

He Leu He Leu 
295 

Cys Glu He Arg 

310 

Leu Asn Val Leu 
325 

Thr Tyr Tyr Arg 

Ser Asn Pro Pro 
360 

Leu Ser Gly Gin 
375 

Gly Leu Tyr Ala 

390 

Ser Lys Ser Met 
405 

Thr Tyr Ala Gly 



Cys Thr Gin His 
10 

Leu Asn Phe Trp 
25 

Lys Pro Pro Lys 

Asn Leu Pro Gin 
60 

Thr Asp Leu Tyr 
75 

He Tyr Gly Pro 
90 

Ser Leu Leu He 
105 

Leu His He He 

Phe Thr Val Thr 

140 

Ser Asn Leu Asn 
155 

Asp Pro Glu Thr 
170 

Asn Leu Pro Met 
185 

Leu Tyr Leu Phe 

Glu He Arg Asn 

220 

Asn Leu Leu Pro 
235 

Asn Pro Arg Glu 
250 

Ser Arg Asn Tyr 
265 

Val Ser Pro Arg 

Pro Ser Val Thr 
300 

Asp Arg Tyr Gly 

315 

Tyr Gly Pro Asp 
330 

Ser Gly Glu Asn 
345 

Ala Glu Tyr Ser 

Lys Leu Phe He 
380 

Cys Ser Val Arg 

395 

He Val Lys Val 
410 

Pro Asn Thr Trp 



He Thr Trp Lys 
15 

Asn Leu Pro Thr 
30 

Val Ser Glu Gly 

45 

Asn Leu Thr Gly 

His Tyr He Thr 
80 

Ala Tyr Ser Gly 
95 

Gin Asn Val Thr 
110 

Lys Arg Gly Asp 
125 

Leu Tyr Ser Glu 

Pro Arg Glu Val 
160 

Pro Asp Ala Ser 
175 

Thr His Arg Leu 
190 

Gly Val Thr Lys 
205 

Pro Val Ser Ala 

Lys Leu Pro Met 

240 

Lys Lys Asp Val 
255 

Thr Tyr He Trp 
270 

Val Lys Arg Pro 
285 

Arg Asn Glu Thr 

Gly He Arg Ser 

320 

Leu Pro Arg He 
335 

Leu Asp Leu Ser 
350 

Trp Thr He Asn 
365 

Pro Gin He Thr 

Asn Ser Ala Thr 
400 

Ser Glu Thr Ala 
415 

Phe Gin Glu He 
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420 



425 



430 



Leu Leu Leu 
435 



<210> 31 

<211> 1731 

<212> DNA 

<213> Homo sapiens 

<400> 31 

agaaggagga aggacagcac agctgacagc cgtgctcaga cagcttctgg atcccaggct 60 
catctccaca gaggagaaca cacaggcagc agagaccatg gggcccctcc cagccccttc 120 

ctgcacacag cgcatcacct ggaaggggct cctgctcaca gcatcacttt taaacttctg 180 
gaacccgccc accactgccg aagtcacgat tgaagcccag ccacccaaag tttctgaggg 240 
gaaggatgtt cttctacttg tccacaattt gccccagaat cttcctggct acttctggta 300 
caaaggggaa atgacggacc tctaccatta cattatatcg tatatagttg atggtaaaat 360 
aattatatat gggcctgcat acagtggaag agaaacagta tattccaacg catccctgct 420 
gatccagaat gtcacccgga aggatgcagg aacctacacc ttacacatca taaagcgagg 480 
tgatgagact agagaagaaa ttcgacattt caccttcacc ttatacttgg agactcccaa 540 
gccctacatc tccagcagca acttaaaccc cagggaggcc atggaggctg tgcgcttaat 600 
ctgtgatcct gagactctgg acgcaagcta cctatggtgg atgaatggtc agagcctccc 660 
tgtgactcac aggttgcagc tgtccaaaac caacaggacc ctctatctat ttggtgtcac 720 
aaagtatatt gcaggaccct atgaatgtga aatacggaac ccagtgagtg ccagtcgcag 780 
tgacccagtc accctgaatc tcctcccgaa gctgcccatc ccctacatca ccatcaacaa 840 
cttaaacccc agggagaata aggatgtctt agccttcacc tgtgaaccta agagtgagaa 900 
ctacacctac atttggtggc taaacggtca gagcctcccc gtcagtcccg gggtaaagcg 960 
acccattgaa aacaggatac tcattctacc cagtgtcacg agaaatgaaa caggacccta 1020 
tcaatgtgaa atacaggacc gatatggtgg cctccgcagt aacccagtca tcctaaatgt 1080 
cctctatggt ccagacctcc ccagaattta cccttcattc acctattacc gttcaggaga 1140 
aaacctcgac ttgtcctgct tcacggaatc taacccaccg gcagagtatt tttggacaat 1200 
taatgggaag tttcagcaat caggacaaaa gctctttatc ccccaaatta ctagaaatca 1260 
tagcgggctc tatgcttgct ctgttcataa ctcagccact ggcaaggaaa tctccaaatc 1320 
catgacagtc aaagtctctg gtccctgcca tggagacctg acagagtctc agtcatgact 1380 
gcaacaactg agacactgag aaaaagaaca ggctgatacc ttcatgaaat tcaagacaaa 14 40 
gaagaaaaaa actcaatgtt attggactaa ataatcaaaa ggataatgtt ttcataattt 1500 
tttattggaa aatgtgctga ttctttgaat gttttattct ccagatttat gaactttttt 1560 
tcttcagcaa ttggtaaagt atacttttat aaacaaaaat tgaaatattt gcttttgctg 1620 
tctatctgaa tgccccagaa ttgtgaaact attcatgagt attcataggt ttatggtaat 1680 
aaagttattt gcacatgttc caaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 1731 

<210> 32 
<211> 426 
<212> PRT 

<213> Homo sapiens 



<400> 32 



Met 


Gly 


Pro 


Leu 


Pro 


Ala 


Pro 


Ser 


Cys 


Thr 


Gin 


Arg 


He 


Thr 


Trp 


Lys 


1 






5 










10 










15 




Gly 


Leu 


Leu 


Leu 


Thr 


Ala 


Ser 


Leu 


Leu 


Asn 


Phe 


Trp 


Asn 


Pro 


Pro 


Thr 






20 










25 










30 






Thr 


Ala 


Glu 


Val 


Thr 


He 


Glu 


Ala 


Gin 


Pro 


Pro 


Lys 


Val 


Ser 


Glu 


Gly 






35 










40 










45 








Lys 


Asp 


Val 


Leu 


Leu 


Leu 


Val 


His 


Asn 


Leu 


Pro 


Gin 


Asn 


Leu 


Pro 


Gly 


50 










55 










60 










Tyr 


Phe 


Trp 


Tyr 


Lys 


Gly 


Glu 


Met 


Thr 


Asp 


Leu 


Tyr 


His 


Tyr 


He 


He 


65 










70 










75 










80 


Ser 


Tyr 


lie 


Val 


Asp 


Gly 


Lys 


He 


He 


He 


Tyr 


Gly 


Pro 


Ala 


Tyr 


Ser 








85 










90 










95 




Gly Arg 


Glu 


Thr 


Val 


Tyr 


Ser 


Asn 


Ala 


Ser 


Leu 


Leu 


He 


Gin 


Asn 


Val 



100 105 110 
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Thr 


Arg 


Lys 


Asp 


Ala 


Glv 

vj j-y 


Thr 


Tvr 


Thr 


Leu 


His 


He 


He 


Lvs 


Arg 


Gly 






115 










120 










125 








Asp 


Glu 


Thr 


Arg 


Glu 


Glu 


He 


Arg 


His 


Phe 


Thr 


Phe 


Thr 


Leu 


Tyr 


Leu 




130 










135 










140 










Glu 


Thr 


Pro 


Lys 


Pro 


Tvr 


He 


Ser 


Ser 


Ser 


Asn 


Leu 


Asn 


Pro 


Arg 


Glu 


145 










150 










155 










160 


Ala 


Met 


Glu 


Ala 


Val 


Ara 


Leu 


He 


Cvs 


Asp 


Pro 


Glu 


Thr 


Leu 


Asp 


Ala 










165 










170 










175 




Ser 


Tvr 


Leu 


Trn 


Tro 


Met 


Asn 


Glv 


Gin 


Ser 


Leu 


Pro 


Val 


Thr 


His 


Arg 








180 










185 










190 






Leu 


Gln 


Leu 


Ser 


Lys 


Thr 


Asn 


Ara 


Thr 


Leu 


Tvr 


Leu 


Phe 


Gly 


Val 


Thr 






195 










200 










205 








Lys 


Tvr 


lie 


Ala 


Glv 

j.y 


Pro 


Tvr 

X y j_ 


Glu 


Cys 


Glu 


He 


Ara 


Asn 


Pro 


Val 


Ser 




210 










215 










220 










Ala 


Ser 


Arg 


Ser 


Asp 


Pro 


Val 


Thr 


Leu 


Asn 


Leu 


Leu 


Pro 


Lvs 


Leu 


Pro 


225 










230 










235 










240 


lie 


Pro 


Tvr 


lie 


Thr 


He 


Asn 


Asn 


Leu 


Asn 


Pro 


Arg 


Glu 


Asn 


Lvs 


Asp 










245 










250 










255 




Val 


Leu 


Ala 


Phe 


Thr 


Cys 


Glu 


Pro 


Lys 


Ser 


Glu 


Asn 


Tvr 


Thr 


Tvr 


He 








260 










265 










270 










Leu 


Asn 


Gly 


Gin 


Ser 


Leu 


Pro 


Val 


Ser 


Pro 


Glv 

vj j-y 


Val 


Lvs 


Ara 






275 










280 










285 








PlTO 


lie 


Glu 


Asn 


Arg 


He 


Leu 


He 


Leu 


Pro 


Ser 


Val 


Thr 


Arg 


Asn 


Glu 




290 










295 










300 










Thr 


Gly 


Pro 


Tvr 


Gin 


Cys 


Glu 


lie 


Gin 


Asp 


Arg 


Tvr 

J. y a. 


Glv 


Glv 


Leu 


Arg 


305 










310 










315 










320 


Ser 


Asn 


Pro 


Val 


lie 


Leu 


Asn 


Val 


Leu 


Tvr 

J. y J. 


Glv 


Pro 


Asp 


Leu 


Pro 


Arg 










325 










330 










335 




lie 


Tvr 


Pro 


Ser 


Phe 


Thr 


Tvr 

A y J- 


Tvr 

J. y J. 


Arg 


Ser 


Glv 


Glu 


Asn 


Leu 


Asp 


Leu 








340 










345 










350 






Ser 


Cys 


Phe 


Thr 


Glu 


Ser 


Asn 


Pro 


Pro 


Ala 


Glu 


Tvr 


Phe 


Tro 


Thr 


He 






355 










360 










365 








Asn 


Gly 


Lys 


Phe 


Gin 


Gin 


Ser 


Glv 


Gin 


Lys 


Leu 


Phe 


He 


Pro 


Gin 


He 




370 










375 










380 










Thr 


Arg 


Asn 


His 


Ser 


Gly 


Leu 


Tyr 


Ala 


Cys 


Ser 


Val 


His 


Asn 


Ser 


Ala 


385 










390 










395 










400 


Thr 


Gly 


Lys 


Glu 


He 


Ser 


Lys 


Ser 


Met 


Thr 


Val 


Lys 


Val 


Ser 


Gly 


Pro 










405 










410 










415 




Cys 


His 


Gly Asp 


Leu 


Thr 


Glu 


Ser 


Gin 


Ser 















420 425 



<210> 33 

<211> 13109 

<212> DNA 

<213> Homo sapiens 

<400> 33 

ggggaagcag tggccgtgtg agcgtgagga 
tcgtcctccg gggccccagc gtcgtgggcc 
ccttcatccg cctctctcac cgcgccgctc 
cccggaacgg ccgtcctctt cccccgccct 
cttcctcctc agccccgggc cggagcgggg 
cttggccatg tcgtgtcggg gaaggtaatg 
agcggcggca ccaactattc gcggagctgg 
tcagctgacc caggtaattt aaaatattct 
tacggactgc aaccttcaaa ttcagctgtg 
gtccacgctg acatacagaa tgacgaaaag 
gaaaatactt atggtcggaa gtcgttgggg 
cctgagttca ccagtgttca gcatggcagt 
tcacaggaga gatcgatgtc ttattctgat 



gctgccgcca ccgcctgctc ctcgtcctcc 60 
gcgcacggcc ctggaagaga cgtcgcctcg 120 
cctcgtcctg ccctgcgggc tcaggcggaa 180 
ccgccgccgc ctcctcctcc tccttctcgg 240 
tgtcggcggc ggccggttcg ggcggcggcg 300 
agccgcagag ccccggggtc tcggctgagc 360 
aatgactggc aacccagaac tgatagtgca 420 
tcatccagag atagaggtgg ttcttcctct 480 
gtgtctcggc aaaggcacga tgataccaga 540 
ggtggctaca gtgtcaatgg aggatctggg 600 
caagagctga gggttaacaa tgtgaccagc 660 
cgtgctttag ccaccaaaga catgaggaaa 720 
gagtctcgac tgtcgaatct tcttcggagg 780 
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atcacccggg 
attcagcaac 
gtacatgacg 
tgctgtcttg 
atttttagca 
acctacaaag 
gtaatgacca 
tgtgttaagt 
agggatacag 
acgcagcagg 
ttttctacta 
agccatgtgg 
ccaaagctgg 
ttcagcccaa 
gtaatgagat 
gctaatgagt 
gacatggtca 
tatatcatct 
ccatcatcat 
cataaagaaa 
aagaatattc 
ctaaacaacc 
gcttttaaga 
agtgccctga 
ccaactgtct 
cacttccctg 
gatcacttta 
attagcactg 
atattactta 
ttggaagcag 
tctttccata 
tgtctgcagg 
cagagatgtg 
gcatttggaa 
acagaaattc 
acattccacc 
agaacaggga 
cgtgaccagt 
gccatatggg 
gctcaagaca 
aaccctgatc 
aaccaactta 
aatgcatacg 
ttctatacca 
agggtaggat 
acagagatga 
gtggtagaag 
tcatcatcta 
gggaggtttg 
gattgctgca 
agtgccagcc 
actgactctt 
tcaattgccg 
agtaccagta 
agctttgagt 
aatatcaatc 
aacatgttaa 
agttctgttt 
ataactgaaa 
agactttcta 
tgctcatctg 



aagacgacag 
cagaaaataa 
tgcttaatga 
gccttctttg 
aatttagctc 
cactagagac 
gcctgcagtc 
gcattctttt 
ttgatatatt 
tatctgggtg 
ctcttcttgg 
cctctgggga 
ctgcacttct 
ttcggggtcc 
gtgtgacggc 
gtgttggtgt 
ttacatatgg 
cagtcttgaa 
ttgtagaaaa 
aagaggttgt 
ctgttttgga 
tcctacacag 
atcatgtgtt 
ctacaattgg 
ttgcacttct 
ccattcagta 
tctctagtag 
taactacggc 
agaaagataa 
ctgttttaat 
aattttgcaa 
catgcagcag 
tcgatgtttg 
aactgttgaa 
aagaaatttc 
cccaagattt 
aggacaattg 
caacaattcc 
aagctgcaca 
ccttccagac 
aggatgttag 
gacttgttct 
agggatgtgc 
atcgccaaac 
tgttggcagg 
aaacaaccag 
cattatgtga 
ttgttggaaa 
aaaaggcctc 
tctccagctt 
cgaaacattc 
cccctgaggt 
attgggctgc 
gcacttccct 
ctggaaaatt 
tacttgctgg 
gtccggatcc 
gtttggcaac 
atgtggtaaa 
ctttaacagt 
ctttggagaa 



agaccgaaga 
gctggtacta 
aagtagcaaa 
tgcttctctg 
atctgcaaaa 
tgtaggagaa 
tattcttgaa 
ggtggctcga 
agttggatgg 
gttgcagagt 
tcagtttctg 
atcagtggat 
ccgggtattt 
tccaattact 
tgcaaaccag 
tttgctcggc 
attagaccaa 
tttactcacg 
actgtttata 
tgctgtagcc 
gactgcctat 
tctacaactt 
caatgtagac 
aaatgccaaa 
gagtaagaat 
tgctgtgctc 
cctcagttct 
tacaaagaaa 
ccttaaccag 
gaagaagtct 
aggcctttta 
tctacatgct 
ccgtgttcaa 
atcaattcct 
tttagcatta 
ctctgatgtt 
gttggaaaga 
acgcaatctc 
attcactgtt 
aattgaaggt 
tcagtggaca 
tcttctgcag 
taatgcatta 
ttgtcaggac 
ccagcctgca 
cctatctcag 
acttcattgt 
aaatcttctg 
tgtggagtac 
tgacaaatcg 
tctgaatggt 
tataaattat 
tgtgcaggaa 
caacctgaaa 
tgttgaatgt 
aggatcaaaa 
gagggaactt 
tgctttaaac 
gtacttgaag 
ttcacagtct 
cacagtttct 



ttggctactg 
gttaaacaat 
ttgcttcagg 
agctatgagg 
gatgaagtta 
aagaaagcct 
aatgtggata 
tgttaccctc 
catatagatc 
ttggagccat 
gaagacatgg 
gaagatgtcc 
agtactgtgg 
gaggcatatg 
gtgttttttt 
agcttggatc 
ctggagaatt 
ctgattgttg 
ccatcatcta 
catgctgttt 
aagttaatat 
cctgaggcct 
aatgcaaaat 
aactcactaa 
ctgatgattg 
tacacattgt 
tcctctcctt 
catttctcaa 
gacacgagga 
gaaacatacg 
gccaacactc 
ctgtcctctt 
ct agtgcaca 
ttagatgttg 
agaagtcaca 
attagtttta 
ctgttctata 
ctgaagacag 
ctttctaagc 
atcattcgaa 
actgcagaca 
tatctggaaa 
acttcacctc 
tggctaacgc 
gtgacagtga 
gggaatgaat 
cctgaagcta 
tggattaact 
caggaacacc 
gtgctcacct 
gaatccagaa 
ttaggaaata 
tggcagaacg 
gctgacttca 
accgagcagt 
gaaaaaatag 
cagaaatcca 
ccgatagaac 
caaacatccc 
ttgccagttc 
aacagacttt 



taaagcagtt 
tggataatat 
agttgagaca 
ctgagaagat 
aactcctcta 
tttcatctgt 
caccagaatt 
atattttcag 
atactcagaa 
tttgggtagc 
aagcatatgc 
ctcctccatc 
tgaggagcat 
taacagatgt 
ctgaggctgt 
ctagcatgac 
gccagacttg 
aacagataaa 
aactactatt 
atcaagcagt 
tgggagaaat 
gttctgaaat 
ttgtagttaa 
tagggatgtg 
tgcacagtga 
attctcattg 
ctttgtttga 
ttatattaaa 
aactgttaat 
cacctttatt 
tcgttgaaga 
ccttgccaga 
gtggaactcg 
tcctaagcaa 
tgagtaaagc 
ttttgtatgg 
gctgccagag 
atgctgtcct 
tgagaacccc 
gtctcgcagc 
atgatgaagg 
atctggagaa 
ccaaggtcat 
ggattcgact 
gacatggctt 
tggaagtaac 
tacagggaat 
cagtggctca 
tgtgtgccat 
tagccaatgc 
aaactgtgct 
aagcatgtga 
ctatccatga 
actatataaa 
tagaattgtt 
acatgaaaaa 
ttgaagttca 
aagatcagaa 
gcatcgctat 
taagtacctt 
caacagagga 



gaaagaattt 
cttggctgct 
ggagggagct 
cttcaagtgg 
cttatgtgcc 
aatgcagctt 
gctttgtaaa 
cactaatttt 
accttcgctc 
tgatcttgca 
tgaggacctc 
agtgtcatta 
tggggaacgc 
tctgtacaga 
gttgacagct 
tatacattgt 
tggtaccgat 
tacgaaactg 
cttgcgttat 
gctcagcttg 
gacttgtgcc 
aaaacatgag 
atttgacctc 
ggcgctatct 
cctggctgtt 
taccaggcat 
tggagctgtg 
tcttctggga 
gacttgggct 
ctctcttccg 
tgtgaatatc 
tgatctttta 
tattcgacaa 
taacaatcac 
accaagtaat 
gaactctcat 
actggataag 
ttggcagtgg 
actgggcaga 
tcacacatta 
ccatggtaac 
attaatgtat 
tagaactttt 
ctccatcatg 
tgacttgctt 
cattatgatg 
tgctgtctgg 
acaggctgaa 
gacaggtgtt 
tgggcgtaac 
gtccaaaccg 
gtgctacatc 
cttgaaaaag 
atcattaagc 
accaggagaa 
actgcttcct 
attgttaaga 
gtggcagtct 
tggacctctg 
gcagctgtat 
ctgtcttatt 



840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4380 

4440 
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ccactcttca gtgaagcttt acgttcatgt aaacagcatg acgtgaggcc atggatgcag 4500 
gcattaaggt atactatgta ccagaatcag ttgttggaga aaattaaaga acaaacagtc 4560 
ccaattagaa gccatctcat ggaattaggt ctaacagcag caaaatttgc tagaaaacga 4 620 
gggaatgtgt cccttgcaac aagactgctg gcacagtgca gtgaagttca gctgggaaag 4 680 
accaccactg cacaggattt agtccaacat tttaaaaaac tatcaaccca aggtcaagtg 4740 
gatgaaaaat gggggcccga acttgatatt gaaaaaacca aattgcttta tacagcaggc 4800 
cagtcaacac atgcaatgga aatgttgagt tcttgtgcca tatctttctg caagtctgtg 4860 
aaagctgaat atgcagttgc taaatcaatt ctgacactgg ctaaatggat ccaggcagaa 4 920 
tggaaagaga tttcaggaca gctgaaacag gtttacagag ctcagcacca acagaacttc 4 980 
acaggtcttt ctactttgtc taaaaacata ctcactctaa tagaactgcc atctgttaat 5040 
acgatggaag aagagtatcc tcggatcgag agtgaatcta cagtgcatat tggagttgga 5100 
gaacctgact tcattttggg acagttgtat cacctgtctt cagtacaggc acctgaagta 5160 
gccaaatctt gggcagcgtt ggccagctgg gcttataggt ggggcagaaa ggtggttgac 5220 
aatgccagtc agggagaagg tgttcgtctg ctgcctagag aaaaatctga agttcagaat 5280 
ctacttccag acactataac tgaggaagag aaagagagaa tatatggtat tcttggacag 5340 
gctgtgtgtc ggccggcggg gattcaggat gaagatataa cacttcagat aactgagagt 5400 
gaagacaacg aagaagatga catggttgat gttatctggc gtcagttgat atcaagctgc 54 60 
ccatggcttt cagaacttga tgaaagtgca actgaaggag ttattaaagt gtggaggaaa 5520 
gttgtagata gaatattcag cctgtacaaa ctctcttgca gtgcatactt tactttcctt 5580 
aaactcaacg ctggtcaaat tcctttagat gaggatgacc ctaggctgca tttaagtcac 5640 
agagtggaac agagcactga tgacatgatt gtgatggcca cattgcgcct gctgcggttg 5700 
ctcgtgaagc acgctggtga gcttcggcag tatctggagc acggcttgga gacaacaccc 5760 
actgcaccat ggagaggaat tattccgcaa cttttctcac gcttaaacca ccctgaagtg 5820 
tatgtgcgcc aaagtatttg taaccttctc tgccgtgtgg ctcaagattc cccacatctc 5880 
atattgtatc ctgcaatagt gggtaccata tcgcttagta gtgaatccca ggcttcagga 5940 
aataaatttt ccactgcaat tccaacttta cttggcaata ttcaaggaga agaattgctg 6000 
gtttctgaat gtgagggagg aagtcctcct gcatctcagg atagcaataa ggatgaacct 6060 
aaaagtggat taaatgaaga ccaagccatg atgcaggatt gttacagcaa aattgtagat 6120 
aagctgtcct ctgcaaaccc caccatggta ttacaggttc agatgctcgt ggctgaactg 6180 
cgcagggtca ctgtgctctg ggatgagctc tggctgggag ttttgctgca acaacacatg 624 0 
tatgtcctga gacgaattca gcagcttgaa gatgaggtga agagagtcca gaacaacaac 6300 
accttacgca aagaagagaa aattgcaatc atgagggaga agcacacagc tttgatgaag 6360 
cccatcgtat ttgctttgga gcatgtgagg agtatcacag cggctcctgc agaaacacct 6420 
catgaaaaat ggtttcagga taactatggt gatgccattg aaaatgccct agaaaaactg 6480 
aagactccat tgaaccctgc aaagcctggg agcagctgga ttccatttaa agagataatg 6540 
ctaagtttgc aacagagagc acagaaacgt gcaagttaca tcttgcgtct tgaagaaatc 6600 
agtccatggt tggctgccat gactaacact gaaattgctc ttcctgggga agtctcagcc 6660 
agagacactg tcacaatcca tagtgtgggc ggaaccatca caatcttacc gactaaaacc 6720 
aagccaaaga aacttctctt tcttggatca gatgggaaga gctatcctta tcttttcaaa 6780 
ggactggagg atttacatct ggatgagaga ataatgcagt tcctatctat tgtgaatacc 6840 
atgtttgcta caattaatcg ccaagaaaca ccccggtt'cc atgctcgaca ctattctgta 6900- 
acaccactag gaacaagatc aggactaatc cagtgggtag atggagccac acccttattt 6960 
ggtctttaca aacgatggca acaacgggaa gctgccttac aagcacaaaa ggcccaagat 7020 
tcctaccaaa ctcctcagaa tcctggaatt gtaccccgtc ctagtgaact ttattacagt 7080 
aaaattggcc ctgctttgaa aacagttggg cttagcctgg atgtgtcccg tcgggattgg 7140 
cctcttcatg taatgaaggc agtattggaa gagttaatgg aggccacacc cccgaatctc 7200 
cttgccaaag agctctggtc atcttgcaca acacctgatg aatggtggag agttacgcag 7260 
tcttatgcaa gatctactgc agtcatgtct atggttggat acataattgg ccttggagac 7320 
agacatctgg ataatgttct tatagatatg acgactggag aagttgttca catagattac 7380 
aatgtttgct ttgaaaaagg taaaagcctt agagttcctg agaaagtacc ttttcgaatg 7440 
acacaaaaca ttgaaacagc actgggtgta actggagtag aaggtgtatt taggctttca 7500 
tgtgagcagg ttttacacat tatgcggcgt ggcagagaga ccctgctgac gctgctggag 7560 
gcctttgtgt acgaccctct ggtggactgg acagcaggag gcgaggctgg gtttgctggt 7620 
gctgtctatg gtggaggtgg ccagcaggcc gagagcaagc agagcaagag agagatggag 7 680 
cgagagatca cccgcagcct gttttcttct agagtagctg agattaaggt gaactggttt 7740 
aagaatagag atgagatgct ggttgtgctt cccaagttgg acggtagctt agatgaatac 7800 
ctaagcttgc aagagcaact gacagatgtg gaaaaactgc agggcaaact actggaggaa 7860 
atagagtttc tagaaggagc tgaaggggtg gatcatcctt ctcatactct gcaacacagg 7920 
tattctgagc acacccaact acagactcag caaagagctg ttcaggaagc aatccaggtg 7980 
aagctgaatg aatttgaaca atggataaca cattatcagg ctgcattcaa taatttagaa 8040 
gcaacacagc ttgcaagctt gcttcaagag ataagcacac aaatggacct tggtcctcca 8100 
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agttacgtgc 
tgcgagcagc 
ggctgtctgg 
tttcagaaac 
acagtagagc 
cccccaacag 
gacatcaaca 
ccagtttgtg 
aatggagaag 
acaaggcgta 
ctgacttctc 
acctgcttgg 
aaccccatgg 
gaattgaatt 
ggggaataca 
gatggcgttc 
atgggactgg 
cagtacggtg 
gctggccaga 
agcttattag 
atcataaggg 
gtgctagaag 
tgtggtacct 
aatgggcctg 
gaccaaatgg 
gggctaccca 
gacatcattg 
gatctctgta 
atgaacaggg 
gtgcgaaggc 
catattgcca 
tcagtcacac 
ctgagccaga 
agtattgaac 
caagattttg 
gcaagtcagg 
actgcagaag 
atgtgttcgt 
cagagagtgg 
cacaaacagt 
cagatagaaa 
actggtcata 
gaagaagctg 
ttgggtgaat 
gctatgggtc 
ttgaaagaac 
cccttagtca 
ccatccttcg 
tcacagaatg 
agcaccgttc 
cctaaaactg 
gtgaaagcca 
caggttgact 
ggttggacag 
acatccacca 
gcaactgggg 
cgcaggacag 
ggtgaaggaa 
agcagacgtg 
atttggaact 
tcagaaacag 



cagcaacagc 
tggaggggga 
agcaactgca 
atcgaattga 
gttgtcaaga 
tgtgtcagtt 
gcagacttat 
aagatcagtt 
aaggatcttt 
acctgatgat 
gggatggagc 
ttcagttact 
aagcgtctga 
cgaatttccg 
cgttagaaag 
ccctgcagac 
aagaagaaac 
aattaatcca 
tgcttttggt 
ttgaaaagtt 
aagccaggag 
agattttctt 
tttctaaaac 
tacagattgt 
ccaaacctat 
accaagccct 
ctcaagtaga 
agaaagcggt 
caactgtgtt 
tagaaaccag 
tgtttcagtg 
ctcccccacg 
ttgaaacttc 
agcgactcaa 
aagcaacgat 
tcacatttct 
ccttaaacct 
ttgcatcaca 
acactggtct 
tgacccagga 
cggtctgtga 
accgacagct 
ctctggcaga 
ataaatcatg 
aggttcgaag 
tgaaaacaca 
ccgatgcaac 
ctgcagcagt 
ctagaaagct 
caggaactgg 
ggaaagcggt 
agttagaggg 
atgtcattaa 
cctgggtgtg 
gaatcaactc 
gcttactctg 
ctgcactcag 
agcaagctca 
tcgggaggtt 
ccattccacc 
agaaaactgg 



ctttctgcag 
ggttggtgct 
tcactatgca 
acagtggaag 
gctctatagg 
catcactgcc 
tagacaagtg 
gaaagaaatt 
gagtctagca 
ggaaggtgca 
ctggttcttg 
gaagcagtgc 
gacagttcac 
gcaaatcata 
tatgctgcat 
tctagtggaa 
acatgctcat 
accgagaaat 
agcattcgat 
gaacaagatg 
tactcaagtt 
tctaaaaaga 
attgtcagga 
caatgtgaaa 
caaggcattc 
cggactcaca 
ggcaaaggac 
ggaacataac 
agcaagttct 
tatttcttct 
gcaacatgaa 
gtctgctatc 
tattgcgaca 
gtgggcaggt 
agctgaaaga 
ctgcagcaat 
ggatgcggcg 
gtttaacagt 
tgaacatcct 
tatgtctact 
aacaattcag 
tggagatgtc 
tggtgaagat 
gcaagacaac 
tcaagaacac 
aagtcagagt 
aaatgaatgt 
ccggagtaac 
gatccagaaa 
caagagtgtt 
gcaagagaga 
ccgagatgtt 
ggaagcaact 
aatggcaaga 
agcctcaggc 
aggaaaccta 
ggatacgccc 
ccgcctgaac 
agctgcggaa 
tgaccctgtg 
ggtcgcgaag 



aatgctggtc 
ctcctgcagc 
accgtggccc 
acctggatgg 
aaatatgaaa 
actgaaatga 
gaacgcttga 
gaacgttgca 
agtgttatta 
gcgtcaagtg 
gaggaactct 
cacctggtgc 
ttagccaatg 
tttccagaag 
gaactggacg 
tctcttcagg 
tacatcgatg 
ggttcagttg 
ggcatgtttg 
gaaattccca 
aatttttttg 
ctacagacta 
tcaagttcac 
acccttttta 
acagctgact 
ctgtgcagtt 
tttggtgccg 
atccagatag 
tacgacactg 
tgtaagacaa 
gatctactta 
ctaaccagca 
gttcaggaga 
ggtgccaacc 
agaaatcttg 
atcattcatt 
ttatttgaac 
tcagtgtctg 
attggcagct 
cagagggcaa 
aatctggttg 
aaacatctct 
gttccctatg 
attcaaacag 
gttgaaatgc 
atctataata 
tcgagtccaa 
actggccaga 
aatcttgcta 
gcttgtagtc 
aactcctatg 
gatccgaata 
aat ctagata 
cagtagatga 
atccaaagcc 
ggaaatctcg 
aacaccatgg 
acggagattg 
agaaatcggg 
tgtacaatcc 
aaatcacagc 



aggcccactt 
agaggcgctc 
tgcagtatcc 
aagagctcat 
tgcaatatgc 
ccctgcagcg 
aacaggaagc 
ttaaagtttt 
tttctgccct 
ctggagaaca 
gcagtatgag 
cacaggactt 
gagtgtatac 
cacttcgatg 
gtcttattga 
cctacttaag 
ttgccagact 
atgaaacacc 
ctcaagttga 
tagcttggcg 
atgatgataa 
ttaaggagtt 
ttgaagatca 
gaaactcttg 
ttgtgaggca 
ttatcagtgc 
aaagcaaagt 
ggaagttctc 
cctggaagaa 
gcctgcagcg 
tcaatagacc 
tgaaaaagaa 
agctagctgc 
ctgcattggc 
tccttaaaga 
ttgaaagttt 
taatcaagcg 
agttagagct 
ctgaatggct 
ttcagacaga 
ataatataaa 
tgaaagctat 
agaacagtgt 
ttctatttac 
tccaggaaat 
atttagtgag 
cgtcatctgc 
agactcagcc 
catcagctga 
ctaaaaaggc 
cagtgagtgt 
ggaggatgtc 
acttggctca 
gtctggttaa 
acaccacagt 
gtgcactagg 
cctgcaaccc 
tctttctgcc 
atgccgcgga 
aggaaaaaaa 
caaggaagat 



gattagccag 
cgtgctccgt 
gaaggccata 
ctgtaacacc 
tccccagcca 
atacgcagca 
tgtcactgtg 
ccttcatgag 
ttgtaccctt 
gctggttgat 
cggaaacgtc 
agatatcccg 
ctcacttcag 
tttaatgaaa 
gcagaccacc 
aaacgcagct 
actacatgct 
caaaatgtca 
aactgctttc 
aaagattgac 
tcaccggcag 
cttcaggctc 
gaatactgtg 
tttcagtgaa 
gctcttgata 
tctgggtgta 
ttctgttgat 
tcagctggtt 
gcatgacttg 
ggttcagctg 
acaagccatg 
gctgcatacc 
acttgaatca 
ccctgtacta 
gagccaaaga 
acgaacaaga 
atgtcagcag 
tcgtttatta 
tttgtcagca 
gaaagagcag 
gactgtgctc 
ggctaaggat 
taggcagttt 
attagtccag 
cactcccacc 
ttttgcatca 
tacttatcag 
tgatgtcatg 
tactccacca 
agtcagagac 
gtggaagaga 
agttgctgaa 
gctgtatgaa 
gcgaggtcag 
cggtggtgat 
aagtgaatcc 
cagggtcaag 
acagaacagc 
gcacagagtg 
caaaccccac 
ttgatgcatt 



8160 

8220 

8280 

8340 

8400 

8460 

8520 

8580 

8640 

8700 

8760 

8820 

8880 

8940 

9000 

9060 

9120 

9180 

9240 

9300 

9360 

9420 

9480 

9540 

9600 

9660 

9720 

9780 

9840 

9900 

9960 

10020 

10080 

10140 

10200 

10260 

10320 

10380 

10440 

10500 

10560 

10620 

10680 

10740 

10800 

10860 

10920 

10980 

11040 

11100 

11160 

11220 

11280 

11340 

11400 

11460 

11520 

11580 

11640 

11700 

11760 
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cagattctcg 
gaaaaaggct 
gtaacagata 
atcgttccct 
gccatctttc 
ctgttaacaa 
acacaaaatg 
agaattgtca 
tcccttttgc 
atagctgtag 
aaccaagata 
atgttctggt 
atttacactt 
aaacagtgaa 
tgctttactt 
atgatcaagg 
gctgatccaa 
aatagaacac 
cagcactttg 
ctaacacggt 
gggcgcctgt 
ggcggagctt 
gactctgtgt 



tgtaacactt 
aaaggctatg 
cactacagta 
actcctcccc 
aaattcactt 
cttctgataa 
taattccggt 
ctgtgcattc 
ttatagtgtg 
tttctttcat 
gagtatctat 
ggaggtagac 
agtaaattaa 
aatgagatcc 
tttgcacaat 
tttccttaaa 
aataaaaacc 
aattaaaatc 
ggaggccgag 
gaaaccccgt 
agtcccagct 
gcagtgagcc 
caaaaataaa 



gttgcttggc 
cgatatgaat 
gaagaactta 
accacttacc 
ttatttcagt 
catggaaaat 
tatttaagtc 
aaaagtaatg 
catttttttt 
agaaagtagc 
tagagtttta 
tgaaattttt 
aagttgttta 
accaacatct 
tttaatagct 
tttagcattg 
cagactagaa 
ttaattgttg 
gcgggcggat 
ctttactaaa 
actcgggagg 
gagattgtgc 
tgactagat 



aacagtactg 
ttcagaaatg 
cttctgaaat 
cgttccccct 
ccttatattt 
tcaaggattg 
atttctgtga 
aatctaacag 
ggaggtcatt 
taatccagtg 
cattgttgat 
ttaattcatg 
atttacttgg 
tttattaagt 
tgctattcag 
catttcagta 
tagggttctt 
gctgggcaca 
catgaggtta 
atacaaaaaa 
ctgaggcagg 
cactgcactc 



gttgggttga 
gactgaaaat 
gaagggaaaa 
ttacctaatc 
catatacttc 
tttaaaggtc 
ttctatcatg 
acatttgatt 
caaattttcc 
taatctttta 
gatagattaa 
tttttcattt 
cattttagga 
tcagttatta 
taatacatta 
ctgactgtgt 
aaaatcaagt 
gtggctcacg 
ggagagcgag 
aattagccgg 
agaatggcgt 
cagcctgggc 



ccagtaagta 
ggagagctat 
aaaccacccc 
tagtagatta 
cgtctcgatg 
tgatgatcac 
tacagtttcc 
taatgtacac 
ctcttctgtg 
cctttttaaa 
caataaagtg 
gatactttta 
catgtacatg 
gtctgtgaag 
tagtgaattc 
aagctaaatt 
atcaatacaa 
cctgtaatcc 
accatcctgg 
gcgtggtggc 
gaacccagga 
aacagagcta 



11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 
12900 
12960 
13020 
13080 
13109 



<210> 34 
<211> 3657 
<212> PRT 

<213> Homo sapiens 



<400> 34 



Met 


Ser 


Arg 


Arg 


Ala 


Pro 


Gly 


Ser 


Arg 


Leu 


Ser 


Ser 


Gly 


Gly 


Thr 


Asn 


1 








5 










10 










15 




Tyr 


Ser 


Arg 


Ser 


Trp 


Asn 


Asp 


Trp 


Gin 


Pro 


Arg 


Thr 


Asp 


Ser 


Ala 


Ser 








20 










25 










30 






Ala 


Asp 


Pro 


Gly 


Asn 


Leu 


Lys 


Tyr 


Ser 


Ser 


Ser 


Arg 


Asp 


Arg 


Gly 


Gly 






35 










40 










45 








Ser 


Ser 


Ser 


Tyr 


Gly 


Leu 


Gin 


Pro 


Ser 


Asn 


Ser 


Ala 


Val 


Val 


Ser 


Arg 




50 










55 










60 










Gin 


Arg 


His 


Asp 


Asp 


Thr 


Arg 


Val 


His 


Ala 


Asp 


He 


Gin 


Asn 


Asp 


Glu 


65 










70 










75 










80 


Lys 


Gly 


Gly 


Tyr 


Ser 


Val 


Asn 


Gly 


Gly 


Ser 


Gly 


Glu 


Asn 


Thr 


Tyr 


Gly 










85 










90 










95 




Arg 


Lys 


Ser 


Leu 


Gly 


Gin 


Glu 


Leu 


Arg 


Val 


Asn 


Asn 


Val 


Thr 


Ser 


Pro 








100 










105 










110 






Glu 


Phe 


Thr 


Ser 


Val 


Gin 


His 


Gly 


Ser 


Arg 


Ala 


Leu 


Ala 


Thr 


Lys 


Asp 






115 










120 










125 








Met 


Arg 


Lys 


Ser 


Gin 


Glu 


Arg 


Ser 


Met 


Ser 


Tyr 


Ser 


Asp 


Glu 


Ser 


Arg 




130 










135 










140 










Leu 


Ser 


Asn 


Leu 


Leu 


Arg 


Arg 


He 


Thr 


Arg 


Glu 


Asp 


Asp 


Arg 


Asp 


Arg 


145 










150 










155 










160 


Arg 


Leu 


Ala 


Thr 


Val 


Lys 


Gin 


Leu 


Lys 


Glu 


Phe 


He 


Gin 


Gin 


Pro 


Glu 










165 










170 










175 




Asn 


Lys 


Leu 


Val 


Leu 


Val 


Lys 


Gin 


Leu 


Asp 


Asn 


He 


Leu 


Ala 


Ala 


Val 








180 










185 










190 






His 


Asp 


Val 


Leu 


Asn 


Glu 


Ser 


Ser 


Lys 


Leu 


Leu 


Gin 


Glu 


Leu 


Arg 


Gin 






195 










200 










205 








Glu 


Gly 


Ala 


Cys 


Cys 


Leu 


Gly 


Leu 


Leu 


Cys 


Ala 


Ser 


Leu 


Ser 


Tyr 


Glu 




210 










215 










220 










Ala 


Glu 


Lys 


He 


Phe 


Lys 


Trp 


He 


Phe 


Ser 


Lys 


Phe 


Ser 


Ser 


Ser 


Ala 
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225 

Lys Asp Glu Val 

Glu Thr Val Gly 
260 

Met Thr Ser Leu 
275 

Leu Cys Lys Cys 

290 

His lie Phe Ser 
305 

Trp His lie Asp 

Gly Trp Leu Gin 
340 

Ser Thr Thr Leu 
355 

Glu Asp Leu Ser 

370 

Pro Pro Pro Ser 
385 

Phe Ser Thr Val 

Gly Pro Pro lie 
420 

Met Arg Cys Val 
435 

Leu Thr Ala Ala 

450 

Pro Ser Met Thr 
465 

Gin Leu Glu Asn 

Leu Asn Leu Leu 
500 

Ser Ser Phe Val 
515 

Leu Arg Tyr His 
530 

Tyr Gin Ala Val 

545 

Tyr Lys Leu lie 

His Ser Leu Gin 
580 

Phe Lys Asn His 
595 

Phe Asp Leu Ser 
610 

He Gly Met Trp 

625 

Asn Leu Met He 

Gin Tyr Ala Val 
660 

His Phe He Ser 

675 

Gly Ala Val lie 
690 

He He Leu Asn 
705 



230 

Lys Leu Leu Tyr 
245 

Glu Lys Lys Ala 

Gin Ser He Leu 
280 

Val Lys Cys He 

295 

Thr Asn Phe Arg 
310 

His Thr Gin Lys 
325 

Ser Leu Glu Pro 

Leu Gly Gin Phe 
360 

His Val Ala Ser 

375 

Val Ser Leu Pro 
390 

Val Arg Ser He 
405 

Thr Glu Ala Tyr 

Thr Ala Ala Asn 
440 

Asn Glu Cys Val 
455 

He His Cys Asp 

470 

Cys Gin Thr Cys 
485 

Thr Leu He Val 

Glu Lys Leu Phe 
520 

Lys Glu Lys Glu 
535 

Leu Ser Leu- Lys 

550 

Leu Gly Glu Met 
565 

Leu Pro Glu Ala 

Val Phe Asn Val 
600 

Ala Leu Thr Thr 
615 

Ala Leu Ser Pro 

630 

Val His Ser Asp 
645 

Leu Tyr Thr Leu 

Ser Ser Leu Ser 
680 

Ser Thr Val Thr 
695 

Leu Leu Gly He 
710 



235 

Leu Cys Ala Thr 
250 

Phe Ser Ser Val 

265 

Glu Asn Val Asp 

Leu Leu Val Ala 

300 

Asp Thr Val Asp 
315 

Pro Ser Leu Thr 
330 

Phe Trp Val Ala 
345 

Leu Glu Asp Met 

Gly Glu Ser Val 

380 

Lys Leu Ala Ala 

395 

Gly Glu Arg Phe 
410 

Val Thr Asp Val 
425 

Gin Val Phe Phe 

Gly Val Leu Leu 
460 

Met Val He Thr 

475 

Gly Thr Asp Tyr 
490 

Glu Gin He Asn 
505 

He Pro Ser Ser 

Val Val Ala Val 
540 

Asn He Pro Val 

555 

Thr Cys Ala Leu 
570 

Cys Ser Glu He 
585 

Asp Asn Ala Lys 

He Gly Asn Ala 
620 

Thr Val Phe Ala 

635 

Leu Ala Val His 
650 

Tyr Ser His Cys 
665 

Ser Ser Ser Pro 

Thr Ala Thr Lys 
700 

Leu Leu Lys Lys 
715 



240 

Tyr Lys Ala Leu 
255 

Met Gin Leu Val 
270 

Thr Pro Glu Leu 
285 

Arg Cys Tyr Pro 

He Leu Val Gly 
320 

Gin Gin Val Ser 
335 

Asp Leu Ala Phe 
350 

Glu Ala Tyr Ala 
365 

Asp Glu Asp Val 

Leu Leu Arg Val 

400 

Ser Pro He Arg 
415 

Leu Tyr Arg Val 
430 

Ser Glu Ala Val 
445 

Gly Ser Leu Asp 

Tyr Gly Leu Asp 

480 

He He Ser Val 
495 

Thr Lys Leu Pro 
510 

Lys Leu Leu Phe 
525 

Ala His Ala Val 

Leu Glu Thr Ala 

560 

Asn Asn Leu Leu 
575 

Lys His Glu Ala 
590 

Phe Val Val Lys 

605 

Lys Asn Ser Leu 

Leu Leu Ser Lys 
640 

Phe Pro Ala He 

655 

Thr Arg His Asp 
670 

Ser Leu Phe Asp 
685 

Lys His Phe Ser 

Asp Asn Leu Asn 
720 
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Gin 


Asp 


Thr 


Arg 


Lvs 


Leu 


Leu 


Met 


Thr 


Trp 


Ala 


Leu 


Glu 


Ala 


Ala 


Val 










725 










730 










735 




Leu 


Met 


Lvs 


Lvs 


Ser 


Glu 


Thr 


Tyr 


Ala 


Pro 


Leu 


Phe 


Ser 


Leu 


Pro 


Ser 








740 










745 










750 






Phe 


His 


Lvs 


Phe 


Cys 


Lys 


Gly 


Leu 


Leu 


Ala 


Asn 


Thr 


Leu 


Val 


Glu 


Asp 






755 










760 










765 








Val 


Asn 


He 


Cys 


Leu 


Gin 


Ala 


Cys 


Ser 


Ser 


Leu 


His 


Ala 


Leu 


Ser 


Ser 




770 










775 










780 










Ser 


Leu 


Pro 


Asp 


Asp 


Leu 


Leu 


Gin 


Arg 


Cys 


Val 


Asp 


Val 


Cys 


Arg 


Val 


785 










790 










795 










800 


Gin 


Leu 


Val 


His 


Ser 


Gly 


Thr 


Arg 


He 


Arg 


Gin 


Ala 


Phe 


Gly 


Lys 


Leu 










805 










810 










815 




Leu 


Lvs 


Ser 


He 


Pro 


Leu 


Asp 


Val 


Val 


Leu 


Ser 


Asn 


Asn 


Asn 


His 


Thr 






820 










825 










830 






Glu 


lie 


Gin 


Glu 


He 


Ser 


Leu 


Ala 


Leu 


Arg 


Ser 


His 


Met 


Ser 


Lys 


Ala 






835 










840 










845 








Pro 


Ser 


Asn 


Thr 


Phe 


His 


Pro 


Gin 


Asp 


Phe 


Ser 


Asp 


Val 


He 


Ser 


Phe 




850 










855 










860 










lie 


Leu 


Tvr 


Glv 


Asn 


Ser 


His 


Arg 


Thr 


Gly 


Lys 


Asp 


Asn 


Trp 


Leu 


Glu 


865 










870 










875 










880 


Arg 


Leu 


Phe 


Tvr 


Ser 


Cvs 


Gin 


Arg 


Leu 


Asp 


Lys 


Arg 


Asp 


Gin 


Ser 


Thr 










885 










890 










895 




lie 


Pro 


Arg 


Asn 


Leu 


Leu 


Lys 


Thr 


Asp 


Ala 


Val 


Leu 


Trp 


Gin 


Trp 


Ala 








900 










905 










910 






lie 




Glu 


Ala 


Ala 


Gin 


Phe 


Thr 


Val 


Leu 


Ser 


Lys 


Leu 


Arg 


Thr 


Pro 




915 










920 










925 








Leu 


Glv 


Arg 


Ala 


Gin 


Asp 


Thr 


Phe 


Gin 


Thr 


He 


Glu 


Gly 


He 


He 


Arg 




930 










935 










940 










Ser 


Leu 


Ala 


Ala 


His 


Thr 


Leu 


Asn 


Pro 


Asp 


Gin 


Asp 


Val 


Ser 


Gin 


Trp 


945 










950 










955 










960 


Thr 


Thr 


Ala 


Asp 


Asn 


Asp 


Glu 


Gly 


His 


Gly 


Asn 


Asn 


Gin 


Leu 


Arg 


Leu 










965 










970 










975 




Val 


Leu 


Leu 


Leu 


Gin 


Tvr 


Leu 


Glu 


Asn 


Leu 


Glu 


Lys 


Leu 


Met 


Tyr 


Asn 








980 










985 










990 






Ala 


Tyr 


Glu 


Glv 


Cvs 


Ala 


Asn 


Ala 


Leu 


Thr 


Ser 


Pro 


Pro 


Lys 


Val 


He 






995 










1000 








1005 






Arg 


Thr 


Phe 


Phe 


Tyr 


Thr 


Asn 


Arg 


Gin 


Thr 


Cys 


Gin 


Asp 


Trp 


Leu 


Thr 




1010 








1015 








1020 








Arg 


He 


Arg 


Leu 


Ser 


He 


Met 


Arg 


Val 


Gly 


Leu 


Leu 


Ala 


Gly 


Gin 


Pro 


1025 








1030 








1035 








1040 


Ala 


Val 


Thr 


Val 


Arg 


His 


Gly 


Phe 


Asp 


Leu 


Leu 


Thr 


Glu 


Met 


Lys- 


Thr 










1045 








1050 








1055 


Thr 


Ser 


Leu 


Ser 


Gin 


Gly Asn 


Glu 


Leu 


Glu 


Val 


Thr 


He 


Met 


Met 


Val 








1060 








1065 








1070 




Val 


Glu 


Ala 


Leu 


Cys 


Glu 


Leu 


His 


Cys 


Pro 


Glu 


Ala 


He 


Gin 


Gly 


He 






1075 








108( 


3 








1081 


5 






Ala 


Val 


Trp 


Ser 


Ser 


Ser 


He 


Val 


Gly 


Lys 


Asn 


Leu 


Leu 


Trp 


He 


Asn 




1090 








1095 








1100 








Ser 


Val 


Ala 


Gin 


Gin 


Ala 


Glu 


Gly Arg 


Phe 


Glu 


Lys 


Ala 


Ser 


Val 


Glu 


1105 








1110 








1115 








1120 


Tyr 


Gin 


Glu 


His 


Leu 


Cys 


Ala 


Met 


Thr 


Gly 


Val 


Asp 


Cys 


Cys 


He 


Ser 










1125 








1130 








1135 


Ser 


Phe 


Asp 


Lys 


Ser 


Val 


Leu 


Thr 


Leu 


Ala 


Asn 


Ala 


Gly 


Arg 


Asn 


Ser 








1140 








. 1145 








1150 




Ala 


Ser 


Pro 


Lys 


His 


Ser 


Leu 


Asn 


Gly 


Glu 


Ser 


Arg 


Lys 


Thr 


Val 


Leu 






1155 








1160 








1165 






Ser 


Lys 


Pro 


Thr 


Asp 


Ser 


Ser 


Pro 


Glu 


Val 


He 


Asn 


Tyr 


Leu 


Gly Asn 




1170 








1175 








118 


0 








Lys 


Ala 


Cys 


Glu 


Cys 


Tyr 


He 


Ser 


He 


Ala 


Asp 


Trp 


Ala 


Ala 


Val 


Gin 


1185 








1190 








1195 








1200 


Glu 


Trp 


Gin 


Asn 


Ala 


He 


His 


Asp 


Leu 


Lys 


Lys 


Ser 


Thr 


Ser 


Ser 


Thr 
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1205 1210 1215 

Ser Leu Asn Leu Lys Ala Asp Phe Asn Tyr lie Lys Ser Leu Ser Ser 

1220 1225 1230 

Phe Glu Ser Gly Lys Phe Val Glu Cys Thr Glu Gin Leu Glu Leu Leu 

1235 1240 1245 

Pro Gly Glu Asn lie Asn Leu Leu Ala Gly Gly Ser Lys Glu Lys lie 

1250 1255 1260 

Asp Met Lys Lys Leu Leu Pro Asn Met Leu Ser Pro Asp Pro Arg Glu 
1265 1270 1275 1280 

Leu Gin Lys Ser lie Glu Val Gin Leu Leu Arg Ser Ser Val Cys Leu 

1285 1290 1295 

Ala Thr Ala Leu Asn Pro lie Glu Gin Asp Gin Lys Trp Gin Ser lie 

1300 1305 1310 

Thr Glu Asn Val Val Lys Tyr Leu Lys Gin Thr Ser Arg lie Ala lie 

1315 1320 1325 

Gly Pro Leu Arg Leu Ser Thr Leu Thr Val Ser Gin Ser Leu Pro Val 

1330 1335 1340 

Leu Ser Thr Leu Gin Leu Tyr Cys Ser Ser Ala Leu Glu Asn Thr Val 
1345 1350 1355 1360 

Ser Asn Arg Leu Ser Thr Glu Asp Cys Leu lie Pro Leu Phe Ser Glu 

1365 1370 1375 

Ala Leu Arg Ser Cys Lys Gin His Asp Val Arg Pro Trp Met Gin Ala 

1380 1385 1390 

Leu Arg Tyr Thr Met Tyr Gin Asn Gin Leu Leu Glu Lys lie Lys Glu 

1395 1400 1405 

Gin Thr Val Pro lie Arg Ser His Leu Met Glu Leu Gly Leu Thr Ala 

1410 1415 1420 

Ala Lys Phe Ala Arg Lys Arg Gly Asn Val Ser Leu Ala Thr Arg Leu 
1425 1430 1435 1440 

Leu Ala Gin Cys Ser Glu Val Gin Leu Gly Lys Thr Thr Thr Ala Gin 

1445 1450 1455 

Asp Leu Val Gin His Phe Lys Lys Leu Ser Thr Gin Gly Gin Val Asp 

1460 1465 1470 

Glu Lys Trp Gly Pro Glu Leu Asp lie Glu Lys Thr Lys Leu Leu Tyr 

1475 1480 1485 

Thr Ala Gly Gin Ser Thr His Ala Met Glu Met Leu Ser Ser Cys Ala 

1490 1495 1500 

lie Ser Phe Cys Lys Ser Val Lys Ala Glu Tyr Ala Val Ala Lys Ser 
1505 1510 1515 1520 

lie Leu Thr Leu Ala Lys Trp lie Gin Ala Glu Trp Lys Glu lie Ser 

1525 1530 1535 - 

Gly Gin Leu Lys Gin Val Tyr Arg Ala Gin His Gin Gin Asn Phe Thr 

1540 1545 1550 

Gly Leu Ser Thr Leu Ser Lys Asn lie Leu Thr Leu lie Glu Leu Pro 

1555 1560 1565 

Ser Val Asn Thr Met Glu Glu Glu Tyr Pro Arg lie Glu Ser Glu Ser 

1570 1575 1580 

Thr Val His lie Gly Val Gly Glu Pro Asp Phe lie Leu Gly Gin Leu 
1585 1590 1595 1600 

Tyr His Leu Ser Ser Val Gin Ala Pro Glu Val Ala Lys Ser Trp Ala 

1605 1610 1615 

Ala Leu Ala Ser Trp Ala Tyr Arg Trp Gly Arg Lys Val Val Asp Asn 

1620 1625 1630 

Ala Ser Gin Gly Glu Gly Val Arg Leu Leu Pro Arg Glu Lys Ser Glu 

1635 1640 1645 

Val Gin Asn Leu Leu Pro Asp Thr lie Thr Glu Glu Glu Lys Glu Arg 

1650 1655 1660 

lie Tyr Gly lie Leu Gly Gin Ala Val Cys Arg Pro Ala Gly lie Gin 
1665 1670 1675 1680 

Asp Glu Asp lie Thr Leu Gin lie Thr Glu Ser Glu Asp Asn Glu Glu 
1685 1690 1695 
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Asp Asp Met Val Asp Val lie Trp Arg Gin Leu lie Ser Ser Cys Pro 

1700 1705 1710 

Trp Leu Ser Glu Leu Asp Glu Ser Ala Thr Glu Gly Val lie Lys Val 

1715 1720 1725 

Trp Arg Lys Val Val Asp Arg lie Phe Ser Leu Tyr Lys Leu Ser Cys 

1730 1735 1740 

Ser Ala Tyr Phe Thr Phe Leu Lys Leu Asn Ala Gly Gin lie Pro Leu 
1745 1750 1755 1760 

Asp Glu Asp Asp Pro Arg Leu His Leu Ser His Arg Val Glu Gin Ser 

1765 1770 1775 

Thr Asp Asp Met lie Val Met Ala Thr Leu Arg Leu Leu Arg Leu Leu 

1780 1785 1790 

Val Lys His Ala Gly Glu Leu Arg Gin Tyr Leu Glu His Gly Leu Glu 

1795 1800 1805 

Thr Thr Pro Thr Ala Pro Trp Arg Gly lie lie Pro Gin Leu Phe Ser 

1810 1815 1820 

Arg Leu Asn His Pro Glu Val Tyr Val Arg Gin Ser lie Cys Asn Leu 
1825 1830 1835 1840 

Leu Cys Arg Val Ala Gin Asp Ser Pro His Leu lie Leu Tyr Pro Ala 

1845 1850 1855 

lie Val Gly Thr lie Ser Leu Ser Ser Glu Ser Gin Ala Ser Gly Asn 

1860 1865 1870 

Lys Phe Ser Thr Ala lie Pro Thr Leu Leu Gly Asn lie Gin Gly Glu 

1875 1880 1885 

Glu Leu Leu Val Ser Glu Cys Glu Gly Gly Ser Pro Pro Ala Ser Gin 

1890 1895 1900 

Asp Ser Asn Lys Asp Glu Pro Lys Ser Gly Leu Asn Glu Asp Gin Ala 
1905 1910 1915 1920 

Met Met Gin Asp Cys Tyr Ser Lys lie Val Asp Lys Leu Ser Ser Ala 

1925 1930 1935 

Asn Pro Thr Met Val Leu Gin Val Gin Met Leu Val Ala Glu Leu Arg 

1940 1945 1950 

Arg Val Thr Val Leu Trp Asp Glu Leu Trp Leu Gly Val Leu Leu Gin 

1955 1960 1965 

Gin His Met Tyr Val Leu Arg Arg lie Gin Gin Leu Glu Asp Glu Val 

1970 1975 1980 

Lys Arg Val Gin Asn Asn Asn Thr Leu Arg Lys Glu Glu Lys lie Ala 
1985 1990 1995 2000 

lie Met Arg Glu Lys His Thr Ala Leu Met Lys Pro lie Val Phe Ala 

2005 2010 - 2015 

Leu Glu His Val Arg Ser lie Thr Ala Ala Pro Ala Glu Thr Pro His 

2020 2025 2030 

Glu Lys Trp Phe Gin Asp Asn Tyr Gly Asp Ala lie Glu Asn Ala Leu 

2035 2040 2045 

Glu Lys Leu Lys Thr Pro Leu Asn Pro Ala Lys Pro Gly Ser Ser Trp 

2050 2055 2060 

lie Pro Phe Lys Glu lie Met Leu Ser Leu Gin Gin Arg Ala Gin Lys 
2065 2070 2075 2080 

Arg Ala Ser Tyr lie Leu Arg Leu Glu Glu lie Ser Pro Trp Leu Ala 

2085 2090 2095 

Ala Met Thr Asn Thr Glu lie Ala Leu Pro Gly Glu Val Ser Ala Arg 

2100 2105 2110 

Asp Thr Val Thr lie His Ser Val Gly Gly Thr lie Thr lie Leu Pro 

2115 2120 2125 

Thr Lys Thr Lys Pro Lys Lys Leu Leu Phe Leu Gly Ser Asp Gly Lys 

2130 2135 2140 

Ser Tyr Pro Tyr Leu Phe Lys Gly Leu Glu Asp Leu His Leu Asp Glu 
2145 2150 2155 2160 

Arg lie Met Gin Phe Leu Ser lie Val Asn Thr Met Phe Ala Thr lie 

2165 2170 2175 

Asn Arg Gin Glu Thr Pro Arg Phe His Ala Arg His Tyr Ser Val Thr 
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2180 2185 2190 

Pro Leu Gly Thr Arg Ser Gly Leu lie Gin Trp Val Asp Gly Ala Thr 

2195 2200 2205 

Pro Leu Phe Gly Leu Tyr Lys Arg Trp Gin Gin Arg Glu Ala Ala Leu 

2210 2215 2220 

Gin Ala Gin Lys Ala Gin Asp Ser Tyr Gin Thr Pro Gin Asn Pro Gly 
2225 2230 2235 2240 

lie Val Pro Arg Pro Ser Glu Leu Tyr Tyr Ser Lys lie Gly Pro Ala 

2245 2250 2255 

Leu Lys Thr Val Gly Leu Ser Leu Asp Val Ser Arg Arg Asp Trp Pro 

2260 2265 2270 

Leu His Val Met Lys Ala Val Leu Glu Glu Leu Met Glu Ala Thr Pro 

2275 2280 2285 

Pro Asn Leu Leu Ala Lys Glu Leu Trp Ser Ser Cys Thr Thr Pro Asp 

2290 2295 2300 

Glu Trp Trp Arg Val Thr Gin Ser Tyr Ala Arg Ser Thr Ala Val Met 
2305 2310 2315 2320 

Ser Met Val Gly Tyr lie lie Gly Leu Gly Asp Arg His Leu Asp Asn 

2325 2330 2335 

Val Leu lie Asp Met Thr Thr Gly Glu Val Val His lie Asp Tyr Asn 

2340 2345 2350 

Val Cys Phe Glu Lys Gly Lys Ser Leu Arg Val Pro Glu Lys Val Pro 

2355 2360 2365 

Phe Arg Met Thr Gin Asn lie Glu Thr Ala Leu Gly Val Thr Gly Val 

2370 2375 2380 

Glu Gly Val Phe Arg Leu Ser Cys Glu Gin Val Leu His lie Met Arg 
2385 2390 2395 2400 

Arg Gly Arg Glu Thr Leu Leu Thr Leu Leu Glu Ala Phe Val Tyr Asp 

2405 2410 2415 

Pro Leu Val Asp Trp Thr Ala Gly Gly Glu Ala Gly Phe Ala Gly Ala 

2420 2425 2430 

Val Tyr Gly Gly Gly Gly Gin Gin Ala Glu Ser Lys Gin Ser Lys Arg 

2435 2440 2445 

Glu Met Glu Arg Glu lie Thr Arg Ser Leu Phe Ser Ser Arg Val Ala 

2450 2455 2460 

Glu lie Lys Val Asn Trp Phe Lys Asn Arg Asp Glu Met Leu Val Val 
2465 2470 2475 2480 

Leu Pro Lys Leu Asp Gly Ser Leu Asp Glu Tyr Leu Ser Leu Gin Glu 

2485 2490 2495 

Gin Leu Thr Asp Val Glu Lys Leu Gin Gly Lys Leu Leu Glu Glu lie 

2500 2505 2510 

Glu Phe Leu Glu Gly Ala Glu Gly Val Asp His Pro Ser His Thr Leu 

2515 2520 2525 

Gin His Arg Tyr Ser Glu His Thr Gin Leu Gin Thr Gin Gin Arg Ala 

2530 2535 2540 

Val Gin Glu Ala lie Gin Val Lys Leu Asn Glu Phe Glu Gin Trp lie 
2545 2550 2555 2560 

Thr His Tyr Gin Ala Ala Phe Asn Asn Leu Glu Ala Thr Gin Leu Ala 

2565 2570 2575 

Ser Leu Leu Gin Glu lie Ser Thr Gin Met Asp Leu Gly Pro Pro Ser 

2580 2585 2590 

Tyr Val Pro Ala Thr Ala Phe Leu Gin Asn Ala Gly Gin Ala His Leu 

2595 2600 2605 

lie Ser Gin Cys Glu Gin Leu Glu Gly Glu Val Gly Ala Leu Leu Gin 

2610 2615 2620 

Gin Arg Arg Ser Val Leu Arg Gly Cys Leu Glu Gin Leu His His Tyr 
2625 2630 2635 2640 

Ala Thr Val Ala Leu Gin Tyr Pro Lys Ala lie Phe Gin Lys His Arg 

2645 2650 2655 

He Glu Gin Trp Lys Thr Trp Met Glu Glu Leu He Cys Asn Thr Thr 
2660 2665 2670 
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Val Glu Arg Cys Gin Glu Leu Tyr Arg Lys Tyr Glu Met Gin Tyr Ala 

2675 2680 2685 

Pro Gin Pro Pro Pro Thr Val Cys Gin Phe lie Thr Ala Thr Glu Met 

2690 2695 2700 

Thr Leu Gin Arg Tyr Ala Ala Asp lie Asn Ser Arg Leu lie Arg Gin 
2705 2710 2715 2720 

Val Glu Arg Leu Lys Gin Glu Ala Val Thr Val Pro Val Cys Glu Asp 

2725 2730 2735 

Gin Leu Lys Glu lie Glu Arg Cys lie Lys Val Phe Leu His Glu Asn 

2740 2745 2750 

Gly Glu Glu Gly Ser Leu Ser Leu Ala Ser Val lie lie Ser Ala Leu 

2755 2760 2765 

Cys Thr Leu Thr Arg Arg Asn Leu Met Met Glu Gly Ala Ala Ser Ser 

2770 2775 2780 

Ala Gly Glu Gin Leu Val Asp Leu Thr Ser Arg Asp Gly Ala Trp Phe 
2785 2790 2795 2800 

Leu Glu Glu Leu Cys Ser Met Ser Gly Asn Val Thr Cys Leu Val Gin 

2805 2810 2815 

Leu Leu Lys Gin Cys His Leu Val Pro Gin Asp Leu Asp lie Pro Asn 

2820 2825 2830 

Pro Met Glu Ala Ser Glu Thr Val His Leu Ala Asn Gly Val Tyr Thr 

2835 2840 2845 

Ser Leu Gin Glu Leu Asn Ser Asn Phe Arg Gin lie lie Phe Pro Glu 

2850 2855 2860 

Ala Leu Arg Cys Leu Met Lys Gly Glu Tyr Thr Leu Glu Ser Met Leu 
2865 2870 2875 2880 

His Glu Leu Asp Gly Leu lie Glu Gin Thr Thr Asp Gly Val Pro Leu 

2885 2890 2895 

Gin Thr Leu Val Glu Ser Leu Gin Ala Tyr Leu Arg Asn Ala Ala Met 

2900 2905 2910 

Gly Leu Glu Glu Glu Thr His Ala His Tyr lie Asp Val Ala Arg Leu 

2915 2920 2925 

Leu His Ala Gin Tyr Gly Glu Leu lie Gin Pro Arg Asn Gly Ser Val 

2930 2935 2940 

Asp Glu Thr Pro Lys Met Ser Ala Gly Gin Met Leu Leu Val Ala Phe 
2945 2950 2955 2960 

Asp Gly Met Phe Ala Gin Val Glu Thr Ala Phe Ser Leu Leu Val Glu 

2965 2970 2975 

Lys Leu Asn Lys Met Glu lie Pro lie Ala Trp Arg Lys lie Asp lie 

2980 2985 2990 

lie Arg Glu Ala Arg Ser Thr Gin Val Asn Phe Phe Asp Asp Asp Asn 

2995 3000 3005 

His Arg Gin Val Leu Glu Glu lie Phe Phe Leu Lys Arg Leu Gin Thr 

3010 3015 3020 

lie Lys Glu Phe Phe Arg Leu Cys Gly Thr Phe Ser Lys Thr Leu Ser 
3025 3030 3035 3040 

Gly Ser Ser Ser Leu Glu Asp Gin Asn Thr Val Asn Gly Pro Val Gin 

3045 3050 3055 

lie Val Asn Val Lys Thr Leu Phe Arg Asn Ser Cys Phe Ser Glu Asp 

3060 3065 3070 

Gin Met Ala Lys Pro lie Lys Ala Phe Thr Ala Asp Phe Val Arg Gin 

3075 3080 3085 

Leu Leu lie Gly Leu Pro Asn Gin Ala Leu Gly Leu Thr Leu Cys Ser 

3090 3095 3100 

Phe lie Ser Ala Leu Gly Val Asp lie lie Ala Gin Val Glu Ala Lys 
3105 3110 3115 3120 

Asp Phe Gly Ala Glu Ser Lys Val Ser Val Asp Asp Leu Cys Lys Lys 

3125 3130 3135 

Ala Val Glu His Asn lie Gin lie Gly Lys Phe Ser Gin Leu Val Met 

3140 3145 3150 

Asn Arg Ala Thr Val Leu Ala Ser Ser Tyr Asp Thr Ala Trp Lys Lys 
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3155 3160 3165 

His Asp Leu Val Arg Arg Leu Glu Thr Ser lie Ser Ser Cys Lys Thr 

3170 3175 3180 

Ser Leu Gin Arg Val Gin Leu His lie Ala Met Phe Gin Trp Gin His 
3185 3190 3195 3200 

Glu Asp Leu Leu lie Asn Arg Pro Gin Ala Met Ser Val Thr Pro Pro 

3205 3210 3215 

Pro Arg Ser Ala lie Leu Thr Ser Met Lys Lys Lys Leu His Thr Leu 

3220 3225 3230 

Ser Gin lie Glu Thr Ser lie Ala Thr Val Gin Glu Lys Leu Ala Ala 

3235 3240 3245 

Leu Glu Ser Ser lie Glu Gin Arg Leu Lys Trp Ala Gly Gly Ala Asn 

3250 3255 3260 

Pro Ala Leu Ala Pro Val Leu Gin Asp Phe Glu Ala Thr lie Ala Glu 
3265 3270 3275 3280 

Arg Arg Asn Leu Val Leu Lys Glu Ser Gin Arg Ala Ser Gin Val Thr 

3285 3290 3295 

Phe Leu Cys Ser Asn lie lie His Phe Glu Ser Leu Arg Thr Arg Thr 

3300 3305 3310 

Ala Glu Ala Leu Asn Leu Asp Ala Ala Leu Phe Glu Leu lie Lys Arg 

3315 3320 3325 

Cys Gin Gin Met Cys Ser Phe Ala Ser Gin Phe Asn Ser Ser Val Ser 

3330 3335 3340 

Glu Leu Glu Leu Arg Leu Leu Gin Arg Val Asp Thr Gly Leu Glu His 
3345 3350 3355 3360 

Pro lie Gly Ser Ser Glu Trp Leu Leu Ser Ala His Lys Gin Leu Thr 

3365 3370 3375 

Gin Asp Met Ser Thr Gin Arg Ala lie Gin Thr Glu Lys Glu Gin Gin 

3380 3385 3390 

lie Glu Thr Val Cys Glu Thr lie Gin Asn Leu Val Asp Asn lie Lys 

3395 3400 3405 

Thr Val Leu Thr Gly His Asn Arg Gin Leu Gly Asp Val Lys His Leu 

3410 3415 3420 

Leu Lys Ala Met Ala Lys Asp Glu Glu Ala Ala Leu Ala Asp Gly Glu 
3425 3430 3435 3440 

Asp Val Pro Tyr Glu Asn Ser Val Arg Gin Phe Leu Gly Glu Tyr Lys 

3445 3450 3455 

Ser Trp Gin Asp Asn lie Gin Thr Val Leu Phe Thr Leu Val Gin Ala 

3460 3465 3470 

Met Gly Gin Val Arg Ser Gin Glu His Val Glu Met Leu Gin Glu lie 

3475 3480 3485 

Thr Pro Thr Leu Lys Glu Leu Lys Thr Gin Ser Gin Ser lie Tyr Asn 

3490 3495 3500 

Asn Leu Val Ser Phe Ala Ser Pro Leu Val Thr Asp Ala Thr Asn Glu 
3505 3510 3515 3520 

Cys Ser Ser Pro Thr Ser Ser Ala Thr Tyr Gin Pro Ser Phe Ala Ala 

3525 3530 3535 

Ala Val Arg Ser Asn Thr Gly Gin Lys Thr Gin Pro Asp Val Met Ser 

3540 3545 3550 

Gin Asn Ala Arg Lys Leu lie Gin Lys Asn Leu Ala Thr Ser Ala Asp 

3555 3560 3565 

Thr Pro Pro Ser Thr Val Pro Gly Thr Gly Lys Ser Val Ala Cys Ser 

3570 3575 3580 

Pro Lys Lys Ala Val Arg Asp Pro Lys Thr Gly Lys Ala Val Gin Glu 
3585 3590 3595 3600 

Arg Asn Ser Tyr Ala Val Ser Val Trp Lys Arg Val Lys Ala Lys Leu 

3605 3610 3615 

Glu Gly Arg Asp Val Asp Pro Asn Arg Arg Met Ser Val Ala Glu Gin 

3620 3625 3630 

Val Asp Tyr Val lie Lys Glu Ala Thr Asn Leu Asp Asn Leu Ala Gin 
3635 3640 3645 
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Leu Tyr Glu Gly Trp Thr Ala Trp Val 
3650 3655 



<210> 35 

<211> 3130 

<212> DNA 

<213> Homo sapiens 

<400> 35 

gaattcccaa tacttgttgc aataattgcc 
attcatctgt aaaaatcact acatgtaacg 
gatctgcgaa catgatgcac gtgaataatt 
ttgatgtgga caatggcaca tctgcgggac 
gatccgggct aattctccaa gcaaattttg 
atcgatccga cagcgattat gacctctctc 
ccagtgatat acacggagat gacttgattg 
tgcgaactgt acgaaacaac tttgctgcat 
aaagatcacc catgtgcaac caaccatcca 
accagaaact ggccagcgag accctggagg 
ccctacagac caggcactcc gtcagtgaga 
atcgggagct cacccatctc tctgaaatga 
tatcaaacac attcttagat aagcaacatg 
aaaaggagaa aaagaaaaga ccaatgtctc 
gctctagtct gactaattca agtatcccaa 
tccttgccaa ggaactagaa gatgtgaaca 
agttgtctgg taaccggccc ttgactgtta 
tattaaaaac atttaaaatt ccagtagata 
accattacca tgctgatgtg gcctatcaca 
ctactcatgt gctattatct acacctgctt 
ttgcagcaat ttttgccagt gcaatacatg 
ttctgatcaa tacaaactct gaacttgcct 
accatcattt ggctgtgggc tttaaattgc 
atttgaccaa aaaacaaaga caatctttaa 
cagatatgtc aaaacacatg aatctactgg 
aagtgacaag ctctggagtt cttcttcttg 
agaatatggt gcactgtgca gatctgagca 
agtggacgga ccggataatg gaggagttct 
gcatggagat aagccccatg tgtgacaagc 
gcttcataga ctatattgtt catcccctct 
acgcccagga tattttggac actttggagg 
ctcagagccc ctctcctgca cctgatgacc 
aattccagtt tgaactaact ttagaggaag 
gcagtcaagt ggaagaagac actagctgca 
cagagtctac tgaaattccc cttgatgaac 
aggaaagcca gcctgaagcc tgtgtcatag 
aaaactttca tgcctttttt ttttttaagt 
tgccacaacc acggtcacac ctcactgtca 
ccttgactac tcagtccagc gctcaggaat 
atccgagcaa ggtggacatc ttcacgaaca 
gctgacaaag cagataaaat ctactccaaa 
agcccaaaag tttattggac ttggggtttc 
agaagaaagg cattgcacag agtgaactta 
ggacatagca cgaatctgtt accagtagga 
tctaatttca agtcttcctg atacatgact 
ctctacattt tgtatgatat gtaaaacaga 
tgtattgagg tattatattt aaaaaaaact 
ttttttctaa ggagtaactt gcaagttttc 
tctaatttat gaattttact tgcaccttat 
ttcattgttt gttttatata ccaatgactt 
gttgcaggaa accctttttg taagtcttta 



cacgatagct gctcaaacaa gagagttgga 60 
taggagacaa gaaaaatatt aatgacagaa 120 
ttccctttag aaggcattcc tggatatgtt 180 
ggagtccctt ggatcccatg accagcccag 240 
tccacagtca acgacgggag tccttcctgt 300 
caaagtctat gtcccggaac tcctccattg 360 
tgactccatt tgctcaggtc ttggccagtc 420 
taactaattt gcaagatcga gcacctagca 480 
tcaacaaagc caccataaca gaggaggcct 540 
agctggactg gtgtctggac cagctagaga 600 
tggcctccaa caagtttaaa aggatgctta 660 
gtcggtctgg aaatcaagtg tcagagttta 720 
aagtggaaat tccttctcca actcagaagg 780 
agatcagtgg agtcaagaaa ttgatgcaca 840 
ggtttggagt taaaactgaa caagaagatg 900 
aatggggtct tcatgttttc agaatagcag 960 
tcatgcacac catttttcag gaacgggatt 1020 
ctttaattac atatcttatg actctcgaag 1080 
acaatatcca tgctgcagat gttgtccagt 1140 
tggaggctgt gtttacagat ttggagattc 1200 
atgtagatca tcctggtgtg tccaatcaat 1260 
tgatgtacaa tgattcctca gtcttagaga 1320 
ttcaggaaga aaactgtgac attttccaga 1380 
ggaaaatggt cattgacatc gtacttgcaa 14 40 
ctgatttgaa gactatggtt gaaactaaga 1500 
ataattattc cgataggatt caggttcttc 1560 
acccaacaaa gcctctccag ctgtaccgcc 1620 
tccgccaagg agaccgagag agggaacgtg 1680 
acaatgcttc cgtggaaaaa tcacaggtgg 1740 
gggagacatg ggcagacctc gtccaccctg 1800 
acaatcgtga atggtaccag agcacaatcc 1860 
cagaggaggg ccggcagggt caaactgaga 1920 
atggtgagtc agacacggaa aaggacagtg 1980 
gtgactccaa gactctttgt actcaagact 2040 
aggttgaaga ggaggcagta ggggaagaag 2100 
atgatcgttc tcctgacacg taacagtgca 2160 
agaaaaattg tttccaaagt gcatgtcaca 2220 
tctgccagga cgtttgttga acaaaactga 2280 
atcgtaacca gttttttcac ctccatgttc 2340 
gcgtttttaa caagatttca gcttggtaga 2400 
ttattttcaa gagagtgtga ctcatcaggc 2460 
tattcctttt tatttgtttg caatattttc 2520 
atggacgaag caacaaatat gtcaagaaca 2580 
ggaggatgag ccacagaaat tgcataattt 2640 
gaatagtgtg gttcagtgag ctgcactgac 2700 
ttttttgtag agcttacttt tattattaaa 2760 
atgttcagaa cttcatctgc cactggttat 2820 
agtacaaatc tgtgctacac tggataaaaa 2880 
agttcatagc aattaactga tttgtagtga 2940 
ccatatttta aaagagaaaa acaactttat 3000 
ttatttactt tgcattttgt ttcactcttt 3060 
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ccagataagc agagttgctc ttcaccagtg tttttcttca tgtgcaaagt gactatttgt 3120 
tctataatac 3130 



<210> 36 
<211> 673 
<212> PRT 

<213> Homo sapiens 



<400> 36 
Met Met His Val 
1 

Phe Asp Val Asp 
20 

Met Thr Ser Pro 
35 

Ser Gin Arg Arg 
50 

Leu Ser Pro Lys 

65 

His Gly Asp Asp 

Leu Arg Thr Val 
100 

Arg Ala Pro Ser 
115 

Lys Ala Thr lie 
130 

Leu Glu Glu Leu 
145 

Arg His Ser Val 

Asn Arg Glu Leu 
180 

Val Ser Glu Phe 
195 

Glu lie Pro Ser 
210 

Met Ser Gin lie 
225 

Thr Asn Ser Ser 

Val Leu Ala Lys 
260 

Phe Arg lie Ala 
275 

His Thr lie Phe 
290 

Val Asp Thr Leu 
305 

Ala Asp Val Ala 

Ser Thr His Val 
340 

Asp Leu Glu lie 
355 

Asp His Pro Gly 

370 

Leu Ala Leu Met 
385 

Ala Val Gly Phe 



Asn Asn Phe Pro 
5 

Asn Gly Thr Ser 

Gly Ser Gly Leu 
40 

Glu Ser Phe Leu 
55 

Ser Met Ser Arg 

70 

Leu lie Val Thr 
85 

Arg Asn Asn Phe 

Lys Arg Ser Pro 
120 

Thr Glu Glu Ala 
135 

Asp Trp Cys Leu 
150 

Ser Glu Met Ala 

165 

Thr His Leu Ser 

lie Ser Asn Thr 
200 

Pro Thr Gin Lys 
215 

Ser Gly Val Lys 
230 

lie Pro Arg Phe 

245 

Glu Leu Glu Asp 

Glu Leu Ser Gly 
280 

Gin Glu Arg Asp 
295 

lie Thr Tyr Leu 
310 

Tyr His Asn Asn 

325 

Leu Leu Ser Thr 

Leu Ala Ala lie 
360 

Val Ser Asn Gin 
375 

Tyr Asn Asp Ser 
390 

Lys Leu Leu Gin 
405 



Phe Arg Arg His 

10 

Ala Gly Arg Ser 
25 

lie Leu Gin Ala 

Tyr Arg Ser Asp 
60 

Asn Ser Ser lie 
75 

Pro Phe Ala Gin 

90 

Ala Ala Leu Thr 
105 

Met Cys Asn Gin 

Tyr Gin Lys Leu 
140 

Asp Gin Leu Glu 
155 

Ser Asn Lys Phe 

170 

Glu Met Ser Arg 
185 

Phe Leu Asp Lys 

Glu Lys Glu Lys 
220 

Lys Leu Met His 
235 

Gly Val Lys Thr 

- 250 
Val Asn Lys Trp 
265 

Asn Arg Pro Leu 

Leu Leu Lys Thr 

300 

Met Thr Leu Glu 

■ 315 
lie His Ala Ala 

330 

Pro Ala Leu Glu 
345 

Phe Ala Ser Ala 

Phe Leu lie Asn 
380 

Ser Val Leu Glu 
395 

Glu Glu Asn Cys 
410 



Ser Trp lie Cys 

15 

Pro Leu Asp Pro 
30 

Asn Phe Val His 
45 

Ser Asp Tyr Asp 

Ala Ser Asp lie 
80 

Val Leu Ala Ser 

95 

Asn Leu Gin Asp 
110 

Pro Ser lie Asn 
125 

Ala Ser Glu Thr 

Thr Leu Gin Thr 
160 

Lys Arg Met Leu 

175 

Ser Gly Asn Gin 
190 

Gin His Glu Val 
205 

Lys Lys Arg Pro 

Ser Ser Ser Leu 
240 

Glu Gin Glu Asp 
255 

Gly Leu His Val 

270 

Thr Val lie Met 
285 

Phe Lys lie Pro 

Asp His Tyr His 
320 

Asp Val Val Gin 
335 

Ala Val Phe Thr 

350 

lie His Asp Val 
365 

Thr Asn Ser Glu 

Asn His His Leu 
400 

Asp lie Phe Gin 
415 
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Asn 


Leu 


Thr 


Lys 
420 


Lvs 


Gin 


Arq 


Gin 


Ser 
425 


Leu 


Arg 


Lys 


Met 


Val 
430 


He 


Asp 


He 


Val 


Leu 
435 


Ala 


Thr 


Asp 


Met 


Ser 
440 


Lys 


His 


Met 


Asn 


Leu 
445 


Leu 


Ala 


Asp 


Leu 


Lvs 
450 


Thr 


Met 


Val 


Glu 


Thr 

455 


Lys 


Lys 


Val 


Thr 


Ser 

4 60 


Ser 


Gly 


Val 


Leu 


Leu 


Leu 


Asp 


Asn 


Tyr 


Ser 


Asp 


Arg 


He 


Gin 


Val 


Leu 


Gin 


Asn 


Met 


Val 


465 










470 










475 










480 


His 


Cvs 

u 


Ala 


Asp 


Leu 
485 


Ser 


Asn 


Pro 


Thr 


Lys 
490 


Pro 


Leu 


Gin 


Leu 


Tyr 
495 


Arg 


Gin 


Trp 


Thr 


Asp 
500 


Arg 


He 


Met 


Glu 


Glu 
505 


Phe 


Phe 


Arg 


Gin 


Gly 
510 


Asp 


Arg 


Glu 


Arq 


Glu 
515 


Ara 


Gly 


Met 


Glu 


He 
520 


Ser 


Pro 


Met 


Cys 


Asp 

525 


Lys 


His 


Asn 


Ala 


Ser 

530 


Val 


Glu 


Lvs 


Ser 


Gin 

535 


Val 


Gly 


Phe 


He 


Asp 
540 


Tyr 


He 


Val 


His 


Pro 


Leu 


Tro 


Glu 


Thr 


Trp 


Ala 


Asp 


Leu 


Val 


His 


Pro 


Asp 


Ala 


Gin 


Asp 


545 










550 










555 










560 


He 


Leu 


Asp 


Thr 


Leu 
565 


Glu 


Asp 


Asn 


Arg 


Glu 
570 


Trp 


Tyr 


Gin 


Ser 


Thr 
575 


He 


Pro 


Gin 


Ser 


Pro 
580 


Ser 


Pro 


Ala 


Pro 


Asp 
585 


Asp 


Pro 


Glu 


Glu 


Gly 
590 


Arg 


Gin 


Glv 


Gin 


Thr 
595 


Glu 


Lvs 


Phe 


Gin 


Phe 
600 


Glu 


Leu 


Thr 


Leu 


Glu 
605 


Glu 


Asp 


Gly 


Glu 


Ser 
610 


Asp 


Thr 


Glu 


Lvs 


Asp 
615 


Ser 


Gly 

v,j J- jr 


Ser 


Gin 


Val 

620 


Glu 


Glu 


Asp 


Thr 


Ser 


Cys 


Ser 


Asp 


Ser 


Lys 


Thr 


Leu 


Cys 


Thr 


Gin 


Asp 


Ser 


Glu 


Ser 


Thr 


625 










630 










635 










640 


Glu 


He 


Pro 


Leu 


Asp 
645 


Glu 


Gin 


Val 


Glu 


Glu 
650 


Glu 


Ala 


Val 


Gly 


Glu 
655 


Glu 


Glu 


Glu 


Ser 


Gin 
660 


Pro 


Glu 


Ala 


Cys 


Val 
665 


He 


Asp 


Asp 


Arg 


Ser 
670 


Pro 


Asp 



Thr 



<210> 37 
<211> 2395 
<212> DNA 

<213> Homo sapiens 

<400> 37 

gccgccgtcg gcgcgctggg tgcgggaagg gggctctgga tttcggtccc tccccttttt 60 
cctctgagtc tcggaacgct ccagctctca gaccctcttc ctcccaggta aaggccggga 120 
gaggagggcg catctctttt ccaggcaccc caccatgggc aatgcctcca atgactccca 180 
gtctgaggac tgcgagacgc gacagtggct tcccccaggc gaaagcccag ccatcagctc 24 0 
cgtcatgttc tcggccgggg tgctggggaa cctcatagca ctggcgctgc tggcgcgccg 300 
ctggcggggg gacgtggggt gcagcgccgg ccgcaggagc tccctctcct tgttccacgt 360 
gctggtgacc gagctggtgt tcaccgacct gctcgggacc tgcctcatca gcccagtggt 420 
actggcttcg tacgcgcgga accagaccct ggtggcactg gcgcccgaga gccgcgcgtg 480 
cacctacttc gctttcgcca tgaccttctt cagcctggcc acgatgctca tgctcttcgc 540 
catggccctg gagcgctacc tctcgatcgg gcacccctac ttctaccagc gccgcgtctc 600 
gcgctccggg ggcctggccg tgctgcctgt catctatgca gtctccctgc tcttctgctc 660 
gctgccgctg ctggactatg ggcagtacgt ccagtactgc cccgggacct ggtgcttcat 720 
ccggcacggg cggaccgctt acctgcagct gtacgccacc ctgctgctgc ttctcattgt 780 
ctcggtgctc gcctgcaact tcagtgtcat tctcaacctc atccgcatgc accgccgaag 840 
ccggagaagc cgctgcggac cttccctggg cagtggccgg ggcggccccg gggcccgcag 900 
gagaggggaa agggtgtcca tggcggagga gacggaccac ctcattctcc tggctatcat 960 
gaccatcacc ttcgccgtct gctccttgcc tttcacgatt tttgcatata tgaatgaaac 1020 
ctcttcccga aaggaaaaat gggacctcca agctcttagg tttttatcaa ttaattcaat 1080 
aattgaccct tgggtctttg ccatccttag gcctcctgtt ctgagactaa tgcgttcagt 1140 
cctctgttgt cggatttcat taagaacaca agatgcaaca caaacttcct gttctacaca 1200 
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gtcagatgcc 
tagcatctgg 
aaatgaagct 
gatgtgctga 
tgagcatggt 
tgatttaagc 
aaacagtgac 
agccagacca 
agcctgctgt 
taggcacctt 
tcttacaaga 
gcaggtcaag 
gactttagga 
cattaatact 
aatattaggc 
aaagttgata 
attcatctgt 
tgtagcagtg 
gcatcaaaat 
gaaatgttac 



agtaaacagg 
aagatcattt 
gccctaataa 
caaggcactt 
acttggcctt 
tttcctgttg 
tgtactttct 
gattaaactt 
cttgtgatca 
ttactgtgat 
gtggactcag 
ttgtcaggtt 
atggttctct 
cttattatcc 
ttaaaaactg 
ttggggccat 
ctatatttta 
agtcatatct 
atttcagtga 
aaaaataaac 



ctgacctttg 
tgaaattgtt 
aaaggagtat 
catgtaaagt 
tggaggaaca 
aatgacaaag 
attttaatct 
catatgtaat 
cttagcgaac 
gtttgtgtat 
tgggttaaca 
atttatttta 
caacaagaaa 
tatttctggg 
aaaaatctgg 
gagtaaaata 
tttagggaac 
taatatattt 
atttgcactg 
tataaaacaa 



aggtcagtag 
ccttggagaa 
acaaacattt 
gtcagaagga 
atcggctgca 
tatgtggttt 
tgctactacc 
ctctaggaag 
cctttatttg 
gtgggagtac 
tcagttttgt 
taatgtccat 
taatagaaat 
ggaggatgta 
ttcattcttc 
gattttataa 
atggtttgac 
ctaaatgttt 
tttaatcata 
aaatttgaaa 



tttaaaagtt 
atgaaaacag 
aagctgtggt 
gctacaaaac 
ttgaagatcc 
tgtaatttgt 
gttatacaca 
tcaatatgtg 
aacaatgaag 
tctcatcact 
ttactcatcc 
atgctaatag 
gtctcaaggc 
cgtggccatg 
agatatactg 
gatgactgtg 
tcatcttata 
ggcatgtaaa 
gttactgtgt 
aaaaaaaaaa 



cttagttata 
tgtgtaaaca 
caaggctaca 
ctaccctcag 
agctgcctat 
ttgaaacccc 
tatagtgtac 
gaagcaacca 
ttgaaaatca 
acagtattac 
tccaggaact 
tgatcaagaa 
agttaattct 
tatgaagcca 
gaaccctttt 
ttgtaccaaa 
tgggaaacca 
tgtaaactca 
aaactcatct 
aaaaa 



<210> 38 
<211> 358 
<212> PRT 

<213> Homo sapiens 
<400> 38 

Met Gly Asn Ala Ser 

1 5 
Gin Trp Leu Pro Pro 

20 

Ser Ala Gly Val Leu 

35 

Arg Trp Arg Gly Asp 
50 

Ser Leu Phe His Val 
65 

Gly Thr Cys Leu lie 
85 

Gin Thr Leu Val Ala 

100 

Ala Phe Ala Met Thr 
115 

Ala Met Ala Leu Glu 
130 

Gin Arg Arg Val Ser 
145 

Tyr Ala Val Ser Leu 
165 

Gin Tyr Val Gin Tyr 

180 

Arg Thr Ala Tyr Leu 

195 

Val Ser Val Leu Ala 
210 

Met His Arg Arg Ser 
225 

Gly Arg Gly Gly Pro 
245 

Ala Glu Glu Thr Asp 
260 



Asn Asp Ser Gin 
Gly 
Gly 
Val 



Leu 

70 

Ser 

Leu 

Phe 

Arg 

Arg 
150 
Leu 

Cys 

Gin 

Cys 

Arg 
230 
Gly 

His 



Glu Ser Pro 

25 

Asn Leu lie 

40 

Gly Cys Ser 
55 

Val Thr Glu 



Pro Val Val 

Ala Pro Glu 

105 

Phe Ser Leu 
120 

Tyr Leu Ser 
135 

Ser Gly Gly 
Phe Cys Ser 

Pro Gly Thr 

185 

Leu Tyr Ala 
200 

Asn Phe Ser 
215 

Arg Ser Arg 

Ala Arg Arg 

Leu lie Leu 
265 



Ser 

10 

Ala 

Ala 

Ala 

Leu 

Leu 

90 

Ser 

Ala 

He 

Leu 

Leu 
170 
Trp 

Thr 

Val 

Cys 

Arg 
250 
Leu 



Glu Asp 
He Ser 

Leu Ala 

Gly Arg 
60 

Val Phe 
75 

Ala Ser 
Arg Ala 

Thr Met 

Gly His 
140 

Ala Val 
155 

Pro Leu 
Cys Phe 

Leu Leu 

He Leu 
220 
Gly Pro 
235 

Gly Glu 
Ala He 



Cys 




Th y 
J. iii. 


Arg 






-L D 




Ser 


Val 


Met 


Phe 




30 






Leu 


Leu 


Ala 


Arg 


45 








Arg 


Ser 


Ser 


Leu 


Thr 


Asp 


Leu 


Leu 








80 


Tyr 


Ala 


Arg 


Asn 






95 




Cys 


-Thr 


Tyr 


Phe 




110 






Leu 


Met 


Leu 


Phe 


125 








Pro 


Tyr 


Phe 


Tyr 


Leu 


Pro 


Val 


He 








160 


Leu 


Asp 


Tyr 


Gly 






175 




He 


Arg 


His 


Gly 




190 






Leu 


Leu 


Leu 


He 


205 








Asn 


Leu 


He 


Arg 


Ser 


Leu 


Gly 


Ser 








240 


Arg 


Val 


Ser 


Met 






255 




Met 


Thr 


He 


Thr 




270 







1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2395 
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Phe 


Ala 


Val 
275 


Cys 


Ser 


Leu 


Pro 


Phe 
280 


Thr 


He 


Phe 


Ala 


Tyr 
285 


Met 


Asn 


Glu 


Thr 


Ser 
290 


Ser 


Arg 


Lys 


Glu 


Lys 
295 


Trp 


Asp 


Leu 


Gin 


Ala 
300 


Leu 


Arg 


Phe 


Leu 


Ser 


He 


Asn 


Ser 


He 


He 


Asp 


Pro 


Trp 


Val 


Phe 


Ala 


He 


Leu 


Arg 


Pro 


305 










310 










315 








320 


Pro 


Val 


Leu 


Arg 


Leu 
325 


Met 


Arg 


Ser 


Val 


Leu 
330 


Cys 


Cys 


Arg 


He 


Ser 
335 


Leu 


Arg 


Thr 


Gin 


Asp 
340 


Ala 


Thr 


Gin 


Thr 


Ser 
345 


Cys 


Ser 


Thr 


Gin 


Ser 
350 


Asp 


Ala 


Ser 


Lys 


Gin 
355 


Ala 


Asp 


Leu 























<210> 39 

<211> 2745 

<212> DNA 

<213> Homo sapiens 

<400> 39 

acctccctcc gcggagcagc cagacagcga gggccccggc cgggggcagg ggggacgccc 60 
cgtccggggc accccccccg gctctgagcc gcccgcgggg ccggcctcgg cccggagcgg 120 
aggaaggagt cgccgaggag cagcctgagg ccccagagtc tgagacgagc cgccgccgcc 180 
cccgccactg cggggaggag ggggaggagg agcgggagga gggacgagct ggtcgggaga 240 
agaggaaaaa aacttttgag acttttccgt tgccgctggg agccggaggc gcggggacct 300 
cttggcgcga cgctgccccg cgaggaggca ggacttgggg accccagacc gcctcccttt 360 
gccgccgggg acgcttgctc cctccctgcc ccctacacgg cgtccctcag gcgcccccat 420 
tccggaccag ccctcgggag tcgccgaccc ggcctcccgc aaagactttt ccccagacct 480 
cgggcgcacc ccctgcacgc cgccttcatc cccggcctgt ctcctgagcc cccgcgcatc 540 
ctagaccctt tctcctccag gagacggatc tctctccgac ctgccacaga tcccctattc 600 
aagaccaccc accttctggt accagatcgc gcccatctag gttatttccg tgggatactg 660 
agacaccccc ggtccaagcc tcccctccac cactgcgccc ttctccctga ggagcctcag 720 
ctttccctcg aggccctcct accttttgcc gggagacccc cagcccctgc aggggcgggg 780 
cctccccacc acaccagccc tgttcgcgct ctcggcagtg ccggggggcg ccgcctcccc 840 
catgccgccc tccgggctgc ggctgctgcc gctgctgcta ccgctgctgt ggctactggt 900 
gctgacgcct ggcccgccgg ccgcgggact atccacctgc aagactatcg acatggagct 960 
ggtgaagcgg aagcgcatcg aggccatccg cggccagatc ctgtccaagc tgcggctcgc 1020 
cagccccccg agccaggggg aggtgccgcc cggcccgctg cccgaggccg tgctcgccct 1080 
gtacaacagc acccgcgacc gggtggccgg ggagagtgca gaaccggagc ccgagcctga 114 0 
ggccgactac tacgccaagg aggtcacccg cgtgctaatg gtggaaaccc acaacgaaat 1200 
-ctatgacaag ttcaagcaga gtacacacag catatatatg ttcttcaaca catcagagct 1260 
ccgagaagcg gtacctgaac ccgtgttgct ctcccgggca gagctgcgtc tgctgaggag 1320 
gctcaagtta aaagtggagc agcacgtgga gctgtaccag aaatacagca acaattcctg 1380 
gcgatacctc agcaaccggc tgctggcacc cagcgactcg ccagagtggt tatcttttga 14 4 0 
tgtcaccgga gttgtgcggc agtggttgag ccgtggaggg gaaattgagg gctttcgcct 1500 
tagcgcccac tgctcctgtg acagcaggga taacacactg caagtggaca tcaacgggtt 1560 
cactaccggc cgccgaggtg acctggccac cattcatggc atgaaccggc ctttcctgct 1620 
tctcatggcc accccgctgg agagggccca gcatctgcaa agctcccggc accgccgagc 1680 
cctggacacc aactattgct tcagctccac ggagaagaac tgctgcgtgc ggcagctgta 1740 
cattgacttc cgcaaggacc tcggctggaa gtggatccac gagcccaagg gctaccatgc 1800 
caacttctgc ctcgggccct gcccctacat ttggagcctg gacacgcagt acagcaaggt 1860 
cctggccctg tacaaccagc ataacccggg cgcctcggcg gcgccgtgct gcgtgccgca 1920 
ggcgctggag ccgctgccca tcgtgtacta cgtgggccgc aagcccaagg tggagcagct 1980 
gtccaacatg atcgtgcgct cctgcaagtg cagctgaggt cccgccccgc cccgccccgc 2040 
cccggcaggc ccggccccac cccgccccgc ccccgctgcc ttgcccatgg gggctgtatt 2100 
taaggacacc gtgccccaag cccacctggg gccccattaa agatggagag aggactgcgg 2160 
atctctgtgt cattgggcgc ctgcctgggg tctccatccc tgacgttccc ccactcccac 2220 
tccctctctc tccctctctg cctcctcctg cctgtctgca ctattccttt gcccggcatc 2280 
aaggcacagg ggaccagtgg ggaacactac tgtagttaga tctatttatt gagcaccttg 2340 
ggcactgttg aagtgcctta cattaatgaa ctcattcagt caccatagca acactctgag 2400 
atggcaggga ctctgataac acccatttta aaggttgagg aaacaagccc agagaggtta 24 60 
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agggaggagt tcctgcccac caggaacctg ctttagtggg ggatagtgaa gaagacaata 2520 

aaagatagta gttcaggcca ggcggggtgc tcacgcctgt aatcctagca cttttgggag 2580 

gcagagatgg gaggatactt gaatccaggc atttgagacc agcctgggta acatagtgag 2640 

accctatctc tacaaaacac ttttaaaaaa tgtacacctg tggtcccagc tactctggag 2700 

gctaaggtgg gaggatcact tgatcctggg aggtcaaggc tgcag 2745 

<210> 40 
<211> 391 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Pro Pro Ser Gly Leu Arg Leu Leu Pro Leu Leu Leu Pro Leu Leu 

15 10 15 

Trp Leu Leu Val Leu Thr Pro Gly Pro Pro Ala Ala Gly Leu Ser Thr 

20 25 30 

Cys Lys Thr lie Asp Met Glu Leu Val Lys Arg Lys Arg lie Glu Ala 

35 40 45 

lie Arg Gly Gin lie Leu Ser Lys Leu Arg Leu Ala Ser Pro Pro Ser 

50 55 60 

Gin Gly Glu Val Pro Pro Gly Pro Leu Pro Glu Ala Val Leu Ala Leu 
65 70 75 80 

Tyr Asn Ser Thr Arg Asp Arg Val Ala Gly Glu Ser Ala Glu Pro Glu 

85 90 95 

Pro Glu Pro Glu Ala Asp Tyr Tyr Ala Lys Glu Val Thr Arg Val Leu 

ICQ 105 110 

Met Val Glu Thr His Asn Glu lie Tyr Asp Lys Phe Lys Gin Ser Thr 

115 120 125 

His Ser lie Tyr Met Phe Phe Asn Thr Ser Glu Leu Arg Glu Ala Val 

130 135 140 

Pro Glu Pro Val Leu Leu Ser Arg Ala Glu Leu Arg Leu Leu Arg Arg 
145 150 155 160 

Leu Lys Leu Lys Val Glu Gin His Val Glu Leu Tyr Gin Lys Tyr Ser 

165 170 175 

Asn Asn Ser Trp Arg Tyr Leu Ser Asn Arg Leu Leu Ala Pro Ser Asp 

180 185 190 

Ser Pro Glu Trp Leu Ser Phe Asp Val Thr Gly Val Val Arg Gin Trp 

195 200 205 

Leu Ser Arg Gly Gly Glu lie Glu Gly Phe Arg Leu Ser Ala His Cys 

210 215 220 

Ser Cys Asp Ser Arg Asp Asn Thr Leu Gin Val Asp lie Asn Gly Phe 
225 230 235 240 

Thr Thr Gly Arg Arg Gly Asp Leu Ala Thr lie His Gly Met Asn Arg 

245 250 255 

Pro Phe Leu Leu Leu Met Ala Thr Pro Leu Glu Arg Ala Gin His Leu 

260 265 270 

Gin Ser Ser Arg His Arg Arg Ala Leu Asp Thr Asn Tyr Cys Phe Ser 

275 280 285 

Ser Thr Glu Lys Asn Cys Cys Val Arg Gin Leu Tyr lie Asp Phe Arg 

290 295 300 

Lys Asp Leu Gly Trp Lys Trp lie His Glu Pro Lys Gly Tyr His Ala 
305 310 315 320 

Asn Phe Cys Leu Gly Pro Cys Pro Tyr lie Trp Ser Leu Asp Thr Gin 

325 330 335 

Tyr Ser Lys Val Leu Ala Leu Tyr Asn Gin His Asn Pro Gly Ala Ser 

340 345 350 

Ala Ala Pro Cys Cys Val Pro Gin Ala Leu Glu Pro Leu Pro lie Val 
355 360 365 
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Tyr Tyr Val Gly Arg Lys Pro Lys Val Glu Gin Leu Ser Asn Met lie 

370 375 380 

Val Arg Ser Cys Lys Cys Ser 
385 390 
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